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Abstract
Homeostasis of cellular Polyamines (PAs) is very important for proper growth and development of living 

organisms. Development of male sex organ and gametophyte in plants is a complex process involving many known 
and unknown pathways. PAs are actively involved in the development of anther and pollen. In the present study, oat 
arginine decarboxylase (ADC) gene has been over-expressed in tapetum of tomato using tapetum-specific TA29 
promoter to perturb the PA homeostasis in order to see its implication on male fertility. Tapetum-specific ADC over-
expression resulted in PA accumulation, mainly in free and bound fractions in the anther of transgenics. Transgenic 
lines displayed abnormal pollen and tapetum development. Pollen grains were aborted and distorted in morphology 
and tapetum showed premature degeneration in ADC transgenics. These transgenics failed to set seeds, but cross 
pollination with normal pollen from wild type plants restored the seed setting indicating that s ADC over-expression 
did not affect female fertility. ADC over-expression also did not affect the growth and morphology of transgenics. 
The present study suggests that the excess of PAs in anther is lethal for pollen and tapetum development and over-
expression of ADC gene can be an effective approach for the engineering of male sterility in plants. 
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Introduction
Polyamines (PAs), the low molecular weight, poly-cationic 

nitrogenous compounds are widely distributed in all the organisms. 
Putrescine (Put), Spermidine (Spd) and Spermine (Spm) are major 
PAs and they have been implicated in regulation of several important 
physiological and molecular processes including cell division, growth 
and development, flower and fruit development, stress responses, 
membrane integrity, senescence, stabilization of DNA, gene expression 
and many other cellular functions [1-6]. In animals and fungi, the 
essential Put, the precursor of the higher PAs, Spd and Spm is synthesized 
directly from ornithine by the enzyme Ornithine Decarboxylase 
(ODC). Plants and bacteria have an alternative route to the production 
of Put from arginine, which is catalyzed by Arginine Decarboxylase 
(ADC). Additional reactions convert Put into Spd and Spm. These steps 
are catalyzed by Spd and Spm synthases, which add propylamino group 
generated from S-adenosylmethionine (SAM) by SAM decarboxylase 
(SAMDC). Diamine oxidase (DAO) and Polyamine Oxidase (PAO) are 
involved in the degradation of diamines (Put) and PAs (Spd and Spm), 
respectively [2]. 

Pollen represents the entire male gametophyte. Its potential uses 
in genetic transformation and breeding programs have encouraged 
researchers to study pollen development in depth [7-9]. In flowering 
plants, development and maturation of pollen takes place in anthers. 
It starts with the meiosis of Pollen Mother Cells (PMC) to make 
haploid tetrad in the locule of anther. Haploid tetrad then gets released 
as uninucleate microspores [9] with the help of callase, an enzyme 
produced by tapetum. Tapetum is the innermost and most nutritive 
sporophytic tissue of the anther [10]. Further in the development 
process, uninucleate microspores undergo asymmetric division and 
forms bicellular pollen with a larger vegetative cell and a smaller 
generative cell [9]. Maturation of pollen grain is the final process in 
pollen development. A number of changes take place in the cytoplasm, 
including the deposition of reserve material and dehydration of the 
pollen grain. In addition, several changes occur at the surface of the 
pollen wall such as the deposition of substances involved in pollen-
pistil interaction. Various changes also occur in the nourishing layer 

of the anther, i.e., the tapetum to support the pollen maturation [11]. 

Tapetum provides various nutrients, enzymes and other molecules 
for the pollen development. During late pollen developmental 
stage, tapetum undergoes Program Cell Death (PCD) mediated 
degeneration (apoptosis) and releases the nutrients into anther locule. 
The significance of the tapetum in pollen development is evident from 
the facts that any abnormality in this tissue directly affects the male 
fertility of the plant [10]. In addition, timely apoptotic degeneration of 
the tapetum is also crucial for male fertility as abolition of apoptosis 
or premature PCD mediated degeneration [12,13] of tapetum results 
in male sterility. This indispensable involvement of tapetum in pollen 
development, encouraged the study of various tapetum- specific genes, 
promoters [14,15] and also elucidation of the functioning of tapetum 
[16-20]. Furthermore, various strategies, viz. expression of cytotoxic 
gene in tapetum, tapetum-specific down-regulation of genes involved 
in pollen development, abolition of PCD-mediated degeneration of 
tapetum, etc. have been adopted to genetically engineer male sterility 
in crops [21-25]. 

PAs are well associated with the anther and male gametophyte 
development. The necessity of the PAs for pollen maturation, 
germination and tube growth has been examined by various experiments 
using PAs and their inhibitors in in vitro germination and also ex-vivo 
applications [26-29]. It has also been observed that decrease in PA 
levels in floral organs causes male sterility [25,29,30,31]. Interestingly, 
elevated levels of PAs are also seen to be associated with abnormal 
stamen development [32,33], pollen degeneration [34] and delayed 
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flowering [35]. In view of these findings, it is important to determine 
the role of PAs in anther and pollen development and explore their 
usefulness in inducing male sterility, a useful tool in breeding through 
hybridization. 

In the present study, we examined the influence of ADC over-
expression on tapetum and pollen development in tomato. To achieve 
this, ADC gene from oat was placed under a tapetum-specific promoter 
TA29 in a binary vector and used to generate tomato transgenic plants. 
TA29 promoter, derived from tobacco, is specifically and strongly 
active in anthers and its activity starts early during flower growth 
and disappears as the tapetum degenerates at later stages of anther 
development [14]. Tomato transgenic plants over-expressing ADC gene 
in the present study, displayed aborted and non-viable pollen, resulting 
in male sterility.

Materials and Methods
Plant material and growth conditions

The seeds of tomato (Solanum lycopersicum Mill. cv. Pusa Ruby) 
were procured from National Seeds Corporation, New Delhi. Plants 
were grown under controlled growth conditions (26 ± 2°C, 16 h 
photoperiod with irradiance of 40 µE mol m-2 s-1). 

Binary plant transformation vector

For the preparation of TA29-ADC construct, pBINAR binary 
vector harboring neomycin phosphotransferase (NPT-II) as a plant 
selection marker (obtained from Dr. P. Ananda Kumar, NRC on 
Plant Biotechnology, New Delhi) was digested with EcoRI and Kpn I 
restriction enzyme and end-filled for the cloning of TA29 promoter into 
it. The TA29 promoter was excised out from Litmus 28/TA29 plasmid 
(provided by Prof. R. B. Goldberg (Department of Biology, University 
of California, Los Angeles, California) using NcoI-HindIII restriction 
enzyme and end-filled before its blunt end ligation into pBINAR vector. 
Oat ADC gene (2.1 kb) was digested out from pRT101 (procured 
from Prof. R. L. Malmberg, Department of Botany, University of 
Georgia, Athens), end-filled and ligated into pBINAR (harboring TA29 
promoter) using SmaI restriction site downstream of TA29 promoter. 
In both these cases, the right orientation was confirmed. E. coli strain 
DH5α was used for the maintenance and multiplication of the plasmid. 
The Agrobacterium tumefaciens strain LBA4404 was used for tomato 
transformation following the mobilization of the binary vector.

Tomato transformation and regeneration

Transformations were done by co-cultivating cotyledon explants, 
collected from about 10-12 days old axenic seedlings with A. tumefaciens 
(LBA4404 stain) harboring TA29-ADC binary vector following a 
protocol developed by Madhulatha et al. [36]. The co-cultivated 
explants were then selected on shoot regeneration medium [SRM-MS 
medium fortified with 3% maltose, 2.5 mg/l 6-benzylaminopurine 
(BAP), 0.5 mg/l indole-3-acetic acid (IAA), 0.5 mM Put] containing 
30 mg/l kanamycin (selection agent) and 300 mg/l augmentin 
(bacteriostatic agent). It was cultured for about two months with sub-
culture every fortnight. The shoots obtained on selection medium were 
subjected for proliferation on MS medium fortified with 0.5 mg/l BAP. 
The well-grown shoots were excised and transferred to the rooting 
medium (half-strength MS+250 mg/l augmentin). The rooted plants 
were transferred to pots containing vermiculite: soil in a 1:1 ratio and 
plants were covered with polythene bags for a week to maintain high 
humidity for hardening in the tissue culture room and then transferred 
to green-house.

Polymerase chain reaction (PCR)

Putative tomato transformants were checked for presence of 
the transgenes by PCR analysis. Genomic DNA was isolated from 
tomato leaf tissue by CTAB method [37]. PCR was done for 35 
cycles with NPT-II and ADC gene specific primers at 59°C and 53°C 
annealing temperature, respectively. PCR products were checked 
on 1% agarose gel. The primer pairs for the amplification of a 750 bp 
fragment of NPT-II gene were 5`-TCAGAAGAACTCGTCAAGAA-3` 
and 5`-ATGGGGATTGAACAAGATGG-3`and for the 
amplification of a 1000 bp fragment of ADC gene were 
5` CGGCCACCTCTGCGTCAGAATCTAT 3` and 5` 
ACGCCGTGATAGCGCACTTGAGC 3`.

Southern hybridization

Transgene integration for T0 transformants (only PCR positives) 
was further confirmed by Southern hybridization using oat ADC and 
NPT-II gene specific probes. For Southern hybridization, 10 µg genomic 
DNA was digested with PstI restriction enzyme and separated on 0.8% 
agarose gel. Southern blots were prepared employing the standard 
protocol [38], using nylon membrane (Hybond N, Pharmacia). The 
ADC and NPT-II gene probes were prepared using 32P-labeled dCTP 
by random primed labeling kit as per the manufacturer’s instructions 
(Takara, Japan). Pre-hybridization and hybridization were carried out 
according to Sambrook et al. [38]. The membranes were washed and 
then exposed to X-ray film (XK- 5, Kodak film).

RNA extraction and semi-quantitative RT-PCR 

Total RNA was isolated from 10 mm long anthers as per the protocol 
of Chomczynski and Sacchi [39]. Anthers (150 mg) were homogenized 
in liquid nitrogen using mortar and pestle and 400 µl of extraction 
buffer (4M GITC, 1M sodium citrate, 10% sarkosyl) was added to it 
along with 600 µl of phenol: chloroform: isoamyl alcohol (25:24:1). The 
homogenates were vortexed for 30 sec and the debris were pelleted by 
centrifugation at 15000 x g for 20 min at 4°C. Supernatant was carefully 
removed and extracted twice with an equal volume of chloroform: 
isoamyl alcohol (24:1). Supernatant was recovered in a fresh centrifuge 
tube and to it 1/10th volume of sodium acetate (3 M, pH 5.2) and 0.6 
volume of isopropanol was added and the mixture was then incubated 
at -70°C for 1 h. Total RNA was precipitated by centrifugation at 4°C 
for 15 min. Pellet was re-suspended in 200 µl of DEPS treated water 
and then 50 µl of 10 M LiCl was added and incubated overnight at 4°C 
and centrifuged at 15000 x g at 4°C for 30 min. The pellet was again 
resuspended in 200 µl of DEPC treated water and again re-precipitated 
using 1/10th volume of sodium acetate (3 M, pH 5.2) and 0.6 volume 
of isopropanol. The mixture was then incubated at -70°C for 2-3 h and 
centrifuged at 15000 x g at 4°C for 30 min. Pellet was washed with 70% 
ethanol, dried and dissolved in an appropriate volume of DEPC treated 
distilled water. 

In order to detect oat ADC transcripts in transgenic lines and 
untransformed control , RT-PCR was carried out with100 ng total RNA 
(treated with DNaseI, Fermentas, USA) using gene- specific primers 
(forward primer 5` CGGCCACCTCTGCGTCAGAATCTAT 3` and 
reverse primer 5` ACGCCGTGATAGCGCACTTGAGC 3`) using one 
step RT-PCR kit (Qiagen Inc.) following manufacturer’s instruction for 
24 cycles at 53°C.

Polyamine estimation

Polyamines were extracted and analyzed by thin-layer 
chromatography (TLC) following Bajaj and Rajam with minor 
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Oat ADC over-expression impairs pollen viability in 
transgenics

Tapetum-specific expression of gene did not affect the growth and 
morphology of the ADC tomato transgenic plants, except pollen viability 
as all the transgenic plants were phenotypically similar to untransformed 
control plants and had no apparent morphological aberrations (Data 
not shown). However, the effect of ADC over-expression on pollen 
development became evident with the acetocarmine staining, which 
differentiates the red viable pollen from non-stained colorless non-
viable pollen. All the transgenics were either completely (all non-viable 
pollen) or partially (mixed population of viable and non-viable pollen) 
sterile showing their pollen viability in the range of 0% – 25% (Figure 
2B and 2D) compared to 90-100% pollen viability in untransformed 
control plants (Figure 2A and 2C). Further, pollen from ADC transgenic 
lines when observed under scanning electron microscope (SEM) were 
found to be shrunken and distorted in morphology (Figure 2F and 2H) 
unlike round and intact pollen of untransformed control plants (Figure 
2E and 2G). The completely sterile lines failed to set fruits. Moreover, 
the buds turned brown and dried up after few days of development, but 
the female fertility was unaffected as crossing of male sterile lines with 
untransformed control pollen restored the fertilization resulting in fruit 
setting (data not shown). Partially male sterile lines had less number of 
fruits when compared to control. It ranged from two fruits to six fruits 
per plant. 

ADC over-expression increased polyamine titre in transgenic 
anthers 

The transgene expression was analyzed in the anthers of three 
lines i.e., 2, 3 and 5 along with the untransformed control by semi-
quantitative RT-PCR using Oat ADC gene-specific primers. The RT-
PCR results showed variable expression of Oat ADC gene in different 
transgenic lines (Figure 3), which may be due to the position effect 
of transgene integration. Further, to check the effect of Oat ADC 
transcript accumulation on PA levels in anther, we quantified PAs in 
anther of ADC lines and untransformed control by TLC. The ADC 
transgenic lines showed increased PA levels, particularly the bound 
fractions of Put and Spd and free fraction of Spm (Figure 4). Free and 
conjugated Put concentration in ADC lines was not different from 

modifications [40]. PAs from 10 mm long anthers were extracted 
in 5% (v/v) cold perchloric acid (PCA) at a ratio of 500 mg tissue / 
ml PCA and centrifuged at 20000 x g for 20 min at 4°C. The pellet 
(containing PCA insoluble bound PAs) was re-suspended in 1 ml of 
1N NaOH. Soluble conjugated and bound PAs were released from 200 
µl of supernatant and pellet suspension, respectively, by acid hydrolysis 
with 200 µl of 12 N HCl in sealed glass ampules and incubated 
overnight at 110°C. The hydrolysate was filtered through glass wool in 
small drying vials and dried on a dry bath at 70°C for 10-15 min. The 
residue was dissolved in 300 µl of PCA (5%) and used for dansylation. 
Aliquots of 200 µl of supernatant (free PAs), supernatant hydrolysate 
(conjugated PAs) and the pellet hydrolysate (bound PAs) along with 
PA standards were treated with equal volume of dansyl chloride (5 mg/
ml acetone) overnight. After 16 h, 100 µl proline (100 mg/ml, ~87 µM) 
was added to each of the samples to remove excess dansyl chloride and 
the dansylated PAs were extracted in 100 µl of benzene, which were 
analyzed by TLC using ethylacetate and cyclohexane (4:5 v/v) as the 
solvent system for 2 h. Individual PA bands were scrapped off from 
the plate, re-suspended in 3 ml ethyl acetate and were analyzed by a 
spectroflurometer (VersaFlour TM, BioRad) at excitation wavelength 
of 350 nm and emission wavelength of 495 nm. Concentration of 
PAs was calculated by extrapolating from standard curve of known 
concentrations of standard PAs.

Pollen viability and structure analysis

The anthers were collected from transgenic and untransformed 
control tomato plants at the stage of dehiscence. Pollen viability was 
checked by squashing anthers in 2% acetocarmine stain. The viable 
pollens stained red and non-viable pollens failed to take the stain. 

For Scanning Electron Microscope (SEM) and Transmission 
Electron Microscopy (TEM), anthers were fixed in 3% glutaraldehyde, 
postfixed in 1% osmium tetroxide, and dehydrated in a graded 
acetone series. For SEM samples were critical point dried, mounted on 
aluminium stubs, and sputter coated with gold. Specimens were viewed 
on a LEO 435 VP variable pressure scanning electron microscope at an 
accelerating voltage of 30 kV.

For TEM, 50-120 nm sections of the anthers were cut with using 
diamond knife. The sections were picked up on 70×300 mesh copper 
grids, and stained with uranyl acetate and lead citrate. The sections were 
viewed in a Phillips 300 TEM at 60 kV and images photographed on 
Kodak 4489 electron microscope film.

Results 
Generation of Oat-ADC tomato transgenic plants and 
molecular characterization

A construct was prepared by cloning TA29 tapetum-specific 
promoter and Oat ADC gene in pBINAR binay vector as a prerequisite 
for the generation of ADC over-expressing transgenic tomato 
plants (Figure 1A). The TA29-ADC construct was then used for A. 
tumefaciens mediated transformation of tomato. Thirteen putative 
tomato transformants were checked for presence of the transgenes by 
PCR analysis of the genomic DNA using ADC as well as NPT-II gene 
specific primers (Figure 1a and b). The only PCR positive transgenic 
plants were further confirmed for the transgene integration and copy 
number by Southern hybridization using ADC and NPT-II gene specific 
probes (Figure 1b- 1d). 

A

B

1000 bp

750 bp

1      2       3      4      5       6       7      8      9   10    11      12      13     WT

L   WT    1     2      3     4     5      6      7     8      9     10  11   12   13

LB       NOST               NPT-II       NOSP           TA29                      ADC                       OCST     RB

Figure 1: A) T-DNA map of Oat-ADC construct. 
B) Molecular characterization of Oat-ADC tomato transformants. PCR-based 
screening of Oat-ADC transformants using ADC (a) and NPT-II (b) specific 
primers to check the presence of transgenes. L, 1 kb ladder; WT, untransformed 
control; 1-13, Oat-ADC tomato transformants. Southern hybridization using Oat 
ADC specific probe c) and NPTII specific probe (d) to confirm the transgene 
integration and copy number in Oat-ADC transformants, WT, Untransformed 
control; 1-12, Oat-ADC transformants.
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the untransformed control. However, transgenic anthers had 3-5 fold 
increase in bound Putas compared to non-transformed controls. Over-
expression of ADC gene showed around 1.5 fold increase in the free 
form and 6-7 fold increase in bound form of Spd concentration, which 
further led to 3-4 fold increase in free and 2-fold increase in bound 
forms of Spm (Figure 4). 

PA accumulation in tapetum affected pollen development 

In order to investigate the effect of ADC over-expression on 
microsporogenesis in the developed ADC lines, we examined pollen 
cellular constitution by transmission electron microscopy (TEM). 
The pollen from untransformed control tomato plant displayed 
dense cytoplasm with well developed pollen wall. On the other hand, 
pollen from transgenic ADC lines were found to be empty and highly 
vacuolated with thick pollen wall (Figure 5). Moreover, because of 
the empty cytoplasm pollen from transgenic lines were distorted and 
collapsed as observed by SEM (Figures 2F and H). The 1 µm thin 
transverse section (TS) of transgenic anther when observed under 
bright field microspore displayed aborted and lysed pollen grains at the 
anthesis stage in comparison to the round and fully developed pollen in 
untransformed control plants (data not shown). 

Discussion 
PAs play pivotal role in regulation of fertility. They, especially 

their conjugates with hydroxycinnamic acid are abundant in flowers 
compared to leaves or other vegetative tissues [41]. The Phenylpropanoid 
PA conjugates like acylated Spd, N1, N5, N10-trihydroxyferuloyl Spd and 
N1, N5-dihydroxyferuloyl-N10-sinapoyl Spd are major constituents of 
the outermost protecting layer of pollen called pollen-kit in A. thaliana 
[42,43]. Also, PAs are indispensable for pollen germination and tube 
growth [28,29,44]. They facilitate pollen tube growth by inducing the 
release of cytosolic Ca2+ ion concentration via one of their catabolic 
byproducts, hydrogen peroxide (H2O)H2O2 activates the opening of 
Ca2+ permeable channels in pollen [45]. 

PAs are maintained in a relatively narrow concentration range in 
the cell. They cause cellular toxicity beyond a threshold level [46,47] 
whereas, their deficit negatively affects growth and development of 
plants [3]. Cell maintains the homeostatic pool of intracellular PAs 
by regulating the cyclic process of their metabolism, conjugation, 
binding and transport [48]. PAs generate reactive oxygen species (ROS) 
particularly H2O2 during their catabolism [48]. ROS act as signaling 
molecules in various stress conditions and developmental processes 
[49]. In plants, various stress and developmental phenomenon are 
associated with the perturbed ROS levels. During developmental 
process like root development, root hair growth, stress, ROS increases 
in a spatial and temporal manner [50-52]. They are also known to 
regulate program cell death (PCD) [53,54] and therefore, a balanced 
titre of intracellular ROS is crucial for proper cellular function. This 
balance is maintained by interplay between its production and 
scavenging mechanism [49,55,56]. Recently Hu et al. reported that 
timely production of ROS, particularly superoxide anion is associated 
with the tapetal PCD initiation during anther development in rice [57]. 
They found that MADS gene product (involved in ROS homeostasis) 
modulated ROS homeostasis is crucial for late anther development. 
Moreover, disturbance in ROS homeostasis results in aborted anther 
wall and disrupted pollen development due to oxidative stress [57]. 

In the present study, over-expression of ADC gene in tapetal tissue 
of tomato resulted in increased levels of PAs in transgenic anthers, and 
this in turn interfered with the pollen and tapetum development with 

Figure 2: Study of male sterility in Oat-ADC tomato transgenic plants. A-D) 
Analysis of pollen viability by aceto-carmine staining of pollen from dehisced 
anthers of Oat-ADC lines and untransformed control. Bright field microscopic 
view of pollen from untransformed control at 10x (A) and 40x (C), and pollen 
from male sterile line at 10x (B) and 40x (D); E-F) SEM pictures of pollen from 
tomato Oat-ADC line and untransformed control. Pollen from untransformed 
control at 2.00 KX (E) and 7.00 KX (G) magnification, and pollen from Oat-ADC 
line at 2.00 KX (F) and 7.00 KX (H) magnification.

1            2             3             5

A

B

Figure 3: A) Expression analysis of Oat ADC transgene in the anther of 
tomato transgenic lines by semi-quantitative RT-PCR analysis, (B) Loading 
RNA control. Lane 1: Untransformed control and Lanes 2,3 and 5: Oat-ADC 
transgenic lines.
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Figure 4: Analysis of Put (A) Spd (B) and Spm (C) from the anther of 
untransformed control and Oat-ADC lines by TLC.
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the loss of pollen viability. Transgenics displayed significant increase 
in bound fraction of Put and Spd, suggesting the conversion of free 
form of PAs to bound fraction. This could be due to the much regulated 
homeostasis of the PAs in cellular machinery to avoid the toxicity [48]. 
Although, how PA accumulation due to the over-expression ADC gene 
interferes with tapetum and pollen development remains unknown, 
we speculate that accumulation of PAs beyond a threshold in tapetal 
tissue might have caused toxicity which must have caused disturbance 
in tapetum and pollen development. However, this warrants further 
investigation.

Similar to our observations, Rastogi and Sawhney, while working 
on a male sterile mutant sl-2/sl-2 observed that increase in PA levels 
in floral organ causes abnormality in stamen development and decline 
of the same restores the normal stamen development [32]. They also 
reported that the exogenous PAs interferes with the in vitro growth 
of stamen and gynoecium [33]. Interestingly, the constitutive over-
expression of ADC2 in Arabidopsis resulted in host dwarfism and 
delayed induction of flowering [35]. In case of kiwifruits, which is 
morphologically hermaphrodite but functionally unisex, the high level 
of free- and conjugated PAs was found to be the reason for the pollen 
degeneration as well as male sterility [34]. 

In conclusion, the present results provide an efficient approach to 
generate male sterile lines in an important crop plant, tomato, thus 
paving the way to generate hybrid vigor lines and containment of 
transgene flow via pollen dispersal into the environment. 

References

1. Evans PT, Malmberg RL (1989) Do polyamines have roles in plant development? 
Ann Rev Plant Physiol Plant Mol Biol 40: 235-269. 

2. Kumar SV, Sharma ML, Rajam MV (2006) Polyamine biosynthetic pathway as 
a novel target for potential applications in plant biotechnology. Physiol Mol Biol 
Plants 12: 13-28. 

3. Kusano T, Berberich T, Tateda C, Takahashi Y (2008) Polyamines: essential 
factors for growth and survival. Planta 228: 367-381.

4. Igarashi K, Kashiwagi K (2010) Modulation of cellular function by polyamines. 
Int J Biochem Cell Biol 42: 39-51.

5. Takahashi T, Kakehi J (2010) Polyamines: ubiquitous polycations with unique 
roles in growth and stress responses. Ann Bot 105: 1-6.

6. Bitrian M, Zarza X, Altabella T, Tiburcio AF, Alcazar R (2012) Polyamines 
under abiotic stress: Metabolic crossroads and hormonal cross-talks in plants. 
Metabolites 2: 516-528. 

7. Wilson ZA, Zhang DB (2009) From Arabidopsis to rice: pathways in pollen 
development. J Exp Bot 60: 1479-1492.

8. Suzuki G (2009) Recent progress in plant reproduction research: the story of 
the male gametophyte through to successful fertilization. Plant Cell Physiol 50: 
1857-1864.

9. Borg M, Brownfield L, Twell D (2009) Male gametophyte development: a 
molecular perspective. J Exp Bot 60: 1465-1478.

10. Parish RW, Li SF (2010) Death of a tapetum, a programme of developmental 
altruism. Plant Sci 178: 73-89. 

11. Ariizumi T, Toriyama K (2011) Genetic regulation of sporopollenin synthesis and 
pollen exine development. Annu Rev Plant Biol 62: 437-460.

12. Kawanabe T, Ariizumi T, Kawai-Yamada M, Uchimiya H, Toriyama K (2006) 
Abolition of the tapetum suicide program ruins microsporogenesis. Plant Cell 
Physiol 47: 784-787.

13. Singh SP, Pandey T, Srivastava R, Verma PC, Singh PK, et al. (2010) BECLIN1 
from Arabidopsis thaliana under the generic control of regulated expression 
systems, a strategy for developing male sterile plants. Plant Biotechnol J 8: 
1005-1022.

14. Koltunow AM, Truettner J, Cox KH, Wallroth M, Goldberg RB (1990) Different 
Temporal and Spatial Gene Expression Patterns Occur during Anther 
Development. Plant Cell 2: 1201-1224.

15. Smith TA (1990) Plant polyamines-metabolism and functions. In: Polyamines 
and Ethylene: Biochemistry, Physiology, and Interactions. Flores HE, Arteca 
RN & Shannon JC (edn.), American society of plant physiologists, Rockville. 

16. Schiefthaler U, Balasubramanian S, Sieber P, Chevalier D, Wisman E, et al. 
(1999) Molecular analysis of NOZZLE, a gene involved in pattern formation and 
early sporogenesis during sex organ development in Arabidopsis thaliana. Proc 
Natl Acad Sci U S A 96: 11664-11669.

17. Yang WC, Ye D, Xu J, Sundaresan V (1999) The SPOROCYTELESS gene 
of Arabidopsis is required for initiation of sporogenesis and encodes a novel 
nuclear protein. Genes Dev 13: 2108-2117.

18. Canales C, Bhatt AM, Scott R, Dickinson H (2002) EXS, a putative LRR 
receptor kinase, regulates male germline cell number and tapetal identity and 
promotes seed development in Arabidopsis. Curr Biol 12: 1718-1727.

19. Zhao DZ, Wang GF, Speal B, Ma H (2002) The excess microsporocytes1 gene 
encodes a putative leucine-rich repeat receptor protein kinase that controls 
somatic and reproductive cell fates in the Arabidopsis anther. Genes Dev 16: 
2021-2031.

20. Li H, Yuan Z, Vizcay-Barrena G, Yang C, Liang W, et al. (2011) PERSISTENT 
TAPETAL CELL1 encodes a PHD-finger protein that is required for tapetal cell 
death and pollen development in rice. Plant Physiol 156: 615-630.

21. Mariani C, De Beuckeleer M, Truettner J, Leemans J, Goldberg RB (1990) 
Induction of male sterility in plants by a chimaeric ribonuclease gene. Nature 
347: 737-741. 

22. van der Meer IM, Stam ME, van Tunen AJ, Mol JN, Stuitje AR (1992) Antisense 
inhibition of flavonoid biosynthesis in petunia anthers results in male sterility. 
Plant Cell 4: 253-262.

23. Moritoh S, Miki D, Akiyama M, Kawahara M, Izawa T, et al. (2005) RNAi-
mediated silencing of OsGEN-L (OsGEN-like), a new member of the RAD2/
XPG nuclease family, causes male sterility by defect of microspore development 
in rice. Plant Cell Physiol 46: 699-715.

24. Tehseen M, Imran M, Hussain M, Irum S, Ali S, Mansoor S, Zafar Y (2010) 
Development of male sterility by silencing Bcp1 gene of Arabidopsis through 
RNA interference. African J Biotechnol 9: 2736-2741. 

25. Sinha R, Rajam MV (2013) RNAi silencing of three homologues of 
S-adenosylmethionine decarboxylase gene in tapetal tissue of tomato results 
in male sterility. Plant Mol Biol 82: 169-180.

26. Rajam MV (1989) Restriction of pollen germination and tube growth in lily 
pollen by inhibitors of polyamine metabolism. Plant Sci 59: 53-56. 

27. Çetin E, Yildirim C, Palavan-Ünsal N, Ünal M (2000) Effect of spermine and 
yclohexylamine on in vitro pollen germination and tube growth in Helianthus 
annuus. Can J Plant Sci 80: 241–245. 

28. Wolukau JN, Zhang SL, Xu GH, Chen D (2004) The effect of temperature, 
polyamines and polyamine synthesis inhibitor on in vitro pollen germination and 
pollen tube growth of Prunus mume. Sci Hort 99: 289–299. 

29. Falasca G, Franceschetti M, Bagni N, Altamura MM, Biasi R (2010) Polyamine 
biosynthesis and control of the development of functional pollen in kiwifruit. 
Plant Physiol Biochem 48: 565-573.

30. Aribaud M, Martin-Tanguy J (1994) Polyamine metabolism in normal and sterile 
Chrysanthemum morifolium. Phytochemistry 37: 927-932. 

31. Guo DP, Sun YZ, Chen ZJ (2003) Involvement of polyamines in cytoplasmic 
male sterility of stem mustard (Brassica juncea var. tsatsai). Plant Growth 
Regul 41: 33-40. 

B
Figure 5: TEM pictures of untransformed control fertile pollen (A) and Oat-ADC 
transgenic anther showing sterile pollen (B).

http://www.annualreviews.org/doi/abs/10.1146/annurev.pp.40.060189.001315?journalCode=arplant.2
http://www.annualreviews.org/doi/abs/10.1146/annurev.pp.40.060189.001315?journalCode=arplant.2
http://www.ncbi.nlm.nih.gov/pubmed/18594857
http://www.ncbi.nlm.nih.gov/pubmed/18594857
http://www.ncbi.nlm.nih.gov/pubmed/19643201
http://www.ncbi.nlm.nih.gov/pubmed/19643201
http://www.ncbi.nlm.nih.gov/pubmed/19828463
http://www.ncbi.nlm.nih.gov/pubmed/19828463
http://www.mdpi.com/2218-1989/2/3/516
http://www.mdpi.com/2218-1989/2/3/516
http://www.mdpi.com/2218-1989/2/3/516
http://www.ncbi.nlm.nih.gov/pubmed/19321648
http://www.ncbi.nlm.nih.gov/pubmed/19321648
http://www.ncbi.nlm.nih.gov/pubmed/19825944
http://www.ncbi.nlm.nih.gov/pubmed/19825944
http://www.ncbi.nlm.nih.gov/pubmed/19825944
http://www.ncbi.nlm.nih.gov/pubmed/19213812
http://www.ncbi.nlm.nih.gov/pubmed/19213812
http://www.sciencedirect.com/science/article/pii/S0168945209002878
http://www.sciencedirect.com/science/article/pii/S0168945209002878
http://www.ncbi.nlm.nih.gov/pubmed/21275644
http://www.ncbi.nlm.nih.gov/pubmed/21275644
http://www.ncbi.nlm.nih.gov/pubmed/16565524
http://www.ncbi.nlm.nih.gov/pubmed/16565524
http://www.ncbi.nlm.nih.gov/pubmed/16565524
http://www.ncbi.nlm.nih.gov/pubmed/21050365
http://www.ncbi.nlm.nih.gov/pubmed/21050365
http://www.ncbi.nlm.nih.gov/pubmed/21050365
http://www.ncbi.nlm.nih.gov/pubmed/21050365
http://www.ncbi.nlm.nih.gov/pubmed/12354953
http://www.ncbi.nlm.nih.gov/pubmed/12354953
http://www.ncbi.nlm.nih.gov/pubmed/12354953
http://www.ncbi.nlm.nih.gov/pubmed/10500234
http://www.ncbi.nlm.nih.gov/pubmed/10500234
http://www.ncbi.nlm.nih.gov/pubmed/10500234
http://www.ncbi.nlm.nih.gov/pubmed/10500234
http://www.ncbi.nlm.nih.gov/pubmed/10465788
http://www.ncbi.nlm.nih.gov/pubmed/10465788
http://www.ncbi.nlm.nih.gov/pubmed/10465788
http://www.ncbi.nlm.nih.gov/pubmed/12401166
http://www.ncbi.nlm.nih.gov/pubmed/12401166
http://www.ncbi.nlm.nih.gov/pubmed/12401166
http://www.ncbi.nlm.nih.gov/pubmed/12154130
http://www.ncbi.nlm.nih.gov/pubmed/12154130
http://www.ncbi.nlm.nih.gov/pubmed/12154130
http://www.ncbi.nlm.nih.gov/pubmed/12154130
http://www.ncbi.nlm.nih.gov/pubmed/21515697
http://www.ncbi.nlm.nih.gov/pubmed/21515697
http://www.ncbi.nlm.nih.gov/pubmed/21515697
http://www.nature.com/nature/journal/v347/n6295/pdf/347737a0.pdf
http://www.nature.com/nature/journal/v347/n6295/pdf/347737a0.pdf
http://www.nature.com/nature/journal/v347/n6295/pdf/347737a0.pdf
http://www.ncbi.nlm.nih.gov/pubmed/1498595
http://www.ncbi.nlm.nih.gov/pubmed/1498595
http://www.ncbi.nlm.nih.gov/pubmed/1498595
http://www.ncbi.nlm.nih.gov/pubmed/15792960
http://www.ncbi.nlm.nih.gov/pubmed/15792960
http://www.ncbi.nlm.nih.gov/pubmed/15792960
http://www.ncbi.nlm.nih.gov/pubmed/15792960
http://www.ajol.info/index.php/ajb/article/view/79912
http://www.ajol.info/index.php/ajb/article/view/79912
http://www.ajol.info/index.php/ajb/article/view/79912
http://www.ncbi.nlm.nih.gov/pubmed/23543321
http://www.ncbi.nlm.nih.gov/pubmed/23543321
http://www.ncbi.nlm.nih.gov/pubmed/23543321
http://www.sciencedirect.com/science/article/pii/0168945289900071
http://www.sciencedirect.com/science/article/pii/0168945289900071
http://pubs.aic.ca/doi/pdf/10.4141/P99-097
http://pubs.aic.ca/doi/pdf/10.4141/P99-097
http://pubs.aic.ca/doi/pdf/10.4141/P99-097
http://www.deepdyve.com/lp/elsevier/the-effect-of-temperature-polyamines-and-polyamine-synthesis-inhibitor-j3IyCtPwS4
http://www.deepdyve.com/lp/elsevier/the-effect-of-temperature-polyamines-and-polyamine-synthesis-inhibitor-j3IyCtPwS4
http://www.deepdyve.com/lp/elsevier/the-effect-of-temperature-polyamines-and-polyamine-synthesis-inhibitor-j3IyCtPwS4
http://www.ncbi.nlm.nih.gov/pubmed/20359902
http://www.ncbi.nlm.nih.gov/pubmed/20359902
http://www.ncbi.nlm.nih.gov/pubmed/20359902
http://www.sciencedirect.com/science/article/pii/S0031942200895060
http://www.sciencedirect.com/science/article/pii/S0031942200895060
http://link.springer.com/article/10.1023%2FA%3A1027328416042
http://link.springer.com/article/10.1023%2FA%3A1027328416042
http://link.springer.com/article/10.1023%2FA%3A1027328416042


Citation: Nandy S, Sinha R, Rajam MV (2013) Over-expression of Arginine Decarboxylase Gene in Tapetal Tissue Results in Male Sterility in Tomato 
Plants. Cell Dev Biol 2: 117. doi:10.4172/2168-9296.1000117

Page  6  of 6

Volume 2 • Issue 2 • 1000117Cell Dev Biol
ISSN: 2168-9296 CDB, an open access journal

32. Rastogi R, Sawhney VK (1990). Polyamines and flower development in the 
male sterile stamenless-2 mutant of tomato (Lycopersicon esculentum Mill.). I. 
Level of polyamines and their biosynthesis in normal and mutant flowers. Plant 
Physiol 93: 439-445. 

33. Rastogi R, Sawhney VK (1990) Polyamines and Flower Development in the 
Male Sterile Stamenless-2 Mutant of Tomato (Lycopersicon esculentum Mill.) : 
II. Effects of Polyamines and Their Biosynthetic Inhibitors on the Development 
of Normal and Mutant Floral Buds Cultured in Vitro. Plant Physiol 93: 446-452.

34. Biasi R, Falasca G, Speranza A, Stradis AD, Scoccianti V, Franceschetti M, 
Bagni N, Altamura MM (2001) Biochemical and ultrastructural features related 
to male sterility in the dioecious species Actinidia deliciosa. Plant Physiol
Biochem 39: 395-406. 

35. Alcázar R, García-Martínez JL, Cuevas JC, Tiburcio AF, Altabella T (2005) 
Overexpression of ADC2 in Arabidopsis induces dwarfism and late-flowering 
through GA deficiency. Plant J 43: 425-436.

36. Madhulatha P, Pandey R, Hazarika P, Rajam MV (2007) High transformation 
frequency in Agrobacterium mediated genetic transformation of tomato by
using polyamines and maltose in shoot regeneration medium. Physiol Mol Biol 
Plants 13: 191-198. 

37. Doyle JJ, Doyle JL (1990) Isolation of plant DNA from fresh tissue. Focus 12: 
13-15. 

38. Mayer MP (1995) A new set of useful cloning and expression vectors derived 
from pBlueScript. Gene 163: 41-46.

39. Chomczynski P, Sacchi N (1987) Single-step method of RNA isolation by acid 
guanidinium thiocyanate-phenol-chloroform extraction. Anal Biochem 162: 
156-159.

40. Bajaj S, Rajam MV (1996) Polyamine Accumulation and Near Loss of 
Morphogenesis in Long-Term Callus Cultures of Rice (Restoration of Plant 
Regeneration by Manipulation of Cellular Polyamine Levels). Plant Physiol
112: 1343-1348.

41. Martin-Tanguy J (1997) Conjugated polyamines and reproductive development: 
biochemical, molecular and physiological approaches. Physiol Plant 100: 657–
688. 

42. Fellenberg C, Milkowski C, Hause B, Lange PR, Böttcher C, et al. (2008) 
Tapetum-specific location of a cation-dependent O-methyltransferase in 
Arabidopsis thaliana. Plant J 56: 132-145.

43. Grienenberger E, Besseau S, Geoffroy P, Debayle D, Heintz D, et al. (2009) 
A BAHD acyltransferase is expressed in the tapetum of Arabidopsis anthers
and is involved in the synthesis of hydroxycinnamoyl spermidines. Plant J 58: 
246-259.

44. Sorkheh K, Shiran B, Rouhi V, Khodambashi M, Wolukau JN et al. (2011) 
Response of in vitro pollen germination and pollen tube growth of almond
(Prunus dulcis Mill.) to temperature, polyamines and polyamine synthesis
inhibitor. Biochem System Ecol 39: 749–757. 

45. Wu J, Shang Z, Wu J, Jiang X, Moschou PN et al. (2010) Spermidine oxidase-
derived H2O2 regulates pollen plasma membrane hyperpolarization-activated
Ca2+-permeable channels and pollen tube growth. Plant J 63: 1042–1053. 

46. Galston AW, Sawhney RK (1990) Polyamines in plant physiology. Plant Physiol 
94: 406-410.

47. Kumar A, Taylor MA, Madrif SA, Davies HV (1996) Potato plants expressing 
antisense and sense S-adenosylmethionine decarboxylase (SAMDC)
transgenes show altered levels of polyamines and ethylene: antisense plants 
display abnormal phenotypes. Plant J 9: 147-158. 

48. Alcázar R, Altabella T, Marco F, Bortolotti C, Reymond M, et al. (2010) 
Polyamines: molecules with regulatory functions in plant abiotic stress 
tolerance. Planta 231: 1237-1249.

49. Gapper C, Dolan L (2006) Control of plant development by reactive oxygen 
species. Plant Physiol 141: 341-345.

50. Foreman J, Demidchik V, Bothwell JH, Mylona P, Miedema H, et al. (2003) 
Reactive oxygen species produced by NADPH oxidase regulate plant cell 
growth. Nature 422: 442-446.

51. Tsukagoshi H, Busch W, Benfey PN (2010) Transcriptional regulation of ROS 
controls transition from proliferation to differentiation in the root. Cell 143: 606-
616.

52. Alcázar R, Cuevas JC, Planas J, Zarza X, Bortolotti C, et al. (2011) Integration 
of polyamines in the cold acclimation response. Plant Sci 180: 31-38.

53. Wiseman A (2006) p53 protein or BID protein select the route to either apoptosis 
(programmed cell death) or to cell cycle arrest opposing carcinogenesis after
DNA damage by ROS. Med. Hypotheses 67: 296–299. 

54. Doyle SM, Diamond M, McCabe PF (2010) Chloroplast and reactive oxygen 
species involvement in apoptotic-like programmed cell death in Arabidopsis
suspension cultures. J Exp Bot 61: 473-482.

55. Gechev TS, Van Breusegem F, Stone JM, Denev I, Laloi C (2006) Reactive 
oxygen species as signals that modulate plant stress responses and
programmed cell death. Bioessays 28: 1091-1101.

56. Miller G, Shulaev V, Mittler R (2008) Reactive oxygen signaling and abiotic 
stress. Physiol Plant 133: 481-489.

57. Hu L, Liang W, Yin C, Cui X, Zong J, et al. (2011) Rice MADS3 regulates ROS 
homeostasis during late anther development. Plant Cell 23: 515-533.

http://www.ncbi.nlm.nih.gov/pubmed/16667486
http://www.ncbi.nlm.nih.gov/pubmed/16667486
http://www.ncbi.nlm.nih.gov/pubmed/16667486
http://www.ncbi.nlm.nih.gov/pubmed/16667486
http://www.ncbi.nlm.nih.gov/pubmed/16667486
http://www.ncbi.nlm.nih.gov/pubmed/16667486
http://www.ncbi.nlm.nih.gov/pubmed/16667486
http://www.ncbi.nlm.nih.gov/pubmed/16667486
http://www.sciencedirect.com/science/article/pii/S0981942801012554
http://www.sciencedirect.com/science/article/pii/S0981942801012554
http://www.sciencedirect.com/science/article/pii/S0981942801012554
http://www.sciencedirect.com/science/article/pii/S0981942801012554
http://www.ncbi.nlm.nih.gov/pubmed/16045477
http://www.ncbi.nlm.nih.gov/pubmed/16045477
http://www.ncbi.nlm.nih.gov/pubmed/16045477
http://www.ncbi.nlm.nih.gov/pubmed/7557476
http://www.ncbi.nlm.nih.gov/pubmed/7557476
http://www.ncbi.nlm.nih.gov/pubmed/2440339
http://www.ncbi.nlm.nih.gov/pubmed/2440339
http://www.ncbi.nlm.nih.gov/pubmed/2440339
http://www.ncbi.nlm.nih.gov/pubmed/12226449
http://www.ncbi.nlm.nih.gov/pubmed/12226449
http://www.ncbi.nlm.nih.gov/pubmed/12226449
http://www.ncbi.nlm.nih.gov/pubmed/12226449
http://onlinelibrary.wiley.com/doi/10.1111/j.1399-3054.1997.tb03074.x/abstract
http://onlinelibrary.wiley.com/doi/10.1111/j.1399-3054.1997.tb03074.x/abstract
http://onlinelibrary.wiley.com/doi/10.1111/j.1399-3054.1997.tb03074.x/abstract
http://www.ncbi.nlm.nih.gov/pubmed/18557837
http://www.ncbi.nlm.nih.gov/pubmed/18557837
http://www.ncbi.nlm.nih.gov/pubmed/18557837
http://www.ncbi.nlm.nih.gov/pubmed/19077165
http://www.ncbi.nlm.nih.gov/pubmed/19077165
http://www.ncbi.nlm.nih.gov/pubmed/19077165
http://www.ncbi.nlm.nih.gov/pubmed/19077165
http://trove.nla.gov.au/work/158117464?versionId=172357604
http://trove.nla.gov.au/work/158117464?versionId=172357604
http://trove.nla.gov.au/work/158117464?versionId=172357604
http://trove.nla.gov.au/work/158117464?versionId=172357604
http://www.ncbi.nlm.nih.gov/pubmed/20626657
http://www.ncbi.nlm.nih.gov/pubmed/20626657
http://www.ncbi.nlm.nih.gov/pubmed/20626657
http://www.ncbi.nlm.nih.gov/pubmed/11537482
http://www.ncbi.nlm.nih.gov/pubmed/11537482
http://onlinelibrary.wiley.com/doi/10.1046/j.1365-313X.1996.09020147.x/abstract
http://onlinelibrary.wiley.com/doi/10.1046/j.1365-313X.1996.09020147.x/abstract
http://onlinelibrary.wiley.com/doi/10.1046/j.1365-313X.1996.09020147.x/abstract
http://onlinelibrary.wiley.com/doi/10.1046/j.1365-313X.1996.09020147.x/abstract
http://www.ncbi.nlm.nih.gov/pubmed/20221631
http://www.ncbi.nlm.nih.gov/pubmed/20221631
http://www.ncbi.nlm.nih.gov/pubmed/20221631
http://www.ncbi.nlm.nih.gov/pubmed/16760485
http://www.ncbi.nlm.nih.gov/pubmed/16760485
http://www.ncbi.nlm.nih.gov/pubmed/12660786
http://www.ncbi.nlm.nih.gov/pubmed/12660786
http://www.ncbi.nlm.nih.gov/pubmed/12660786
http://www.ncbi.nlm.nih.gov/pubmed/21074051
http://www.ncbi.nlm.nih.gov/pubmed/21074051
http://www.ncbi.nlm.nih.gov/pubmed/21074051
http://www.ncbi.nlm.nih.gov/pubmed/21421344
http://www.ncbi.nlm.nih.gov/pubmed/21421344
http://www.ncbi.nlm.nih.gov/pubmed/16580789
http://www.ncbi.nlm.nih.gov/pubmed/16580789
http://www.ncbi.nlm.nih.gov/pubmed/16580789
http://www.ncbi.nlm.nih.gov/pubmed/19933317
http://www.ncbi.nlm.nih.gov/pubmed/19933317
http://www.ncbi.nlm.nih.gov/pubmed/19933317
http://www.ncbi.nlm.nih.gov/pubmed/17041898
http://www.ncbi.nlm.nih.gov/pubmed/17041898
http://www.ncbi.nlm.nih.gov/pubmed/17041898
http://www.ncbi.nlm.nih.gov/pubmed/18346071
http://www.ncbi.nlm.nih.gov/pubmed/18346071
http://www.ncbi.nlm.nih.gov/pubmed/21297036
http://www.ncbi.nlm.nih.gov/pubmed/21297036

	Title
	Corresponding author
	Abstract
	Keywords
	Introduction
	Materials and Methods
	Plant material and growth conditions
	Binary plant transformation vector
	Tomato transformation and regeneration
	Polymerase chain reaction (PCR)
	Southern hybridization
	RNA extraction and semi-quantitative RT-PCR
	Polyamine estimation
	Pollen viability and structure analysis

	Results
	Generation of Oat-ADC tomato transgenic plants andmolecular characterization
	Oat ADC over-expression impairs pollen viability intransgenics
	ADC over-expression increased polyamine titre in transgenicanthers
	PA accumulation in tapetum affected pollen development

	Discussion
	Figure 1
	Figure 2
	Figure 3
	Figure 4
	Figure 5
	References



