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DESCRIPTION
The removal of protein from some living things is known as 
deproteinization. This method is frequently used in research on 
the inorganic components of bone, teeth, and shells. The 
presence of protein and other enzyme activity frequently makes it 
difficult to analyse tiny molecules in biological samples. Protein 
must frequently be removed from samples before bioassays can 
be performed. One of the most popular deproteinization 
techniques is PerChloric Acid (PCA) precipitation since it not 
only eliminates the majority of the protein in the sample but also 
helps to stabilise a number of small molecule analytes. Averaging 
7% of the total protein in human plasma is albumin, which has 
a concentration range of 3.2–4.8 g/dL.

Plasmatic proteins need to be removed since they are seen by 
much research as an issue in connection to plasma analysis. In 
order to prepare samples for the quantification of a variety of 
small molecules, such as glycogen, ATP, cAMP, glutathione, 
antioxidants, etc., PCA deproteinization has been utilized with 
effectiveness. Blood proteins are precipitated during the 
deproteinization process using a zinc sulfate-5-sulfosalicylic acid 
reagent. The initial screening stage can be automated by using 
this method for deproteinizing whole blood and tissue 
homogenates because it is compatible with coated tube 
RadioImmunoAssays (RIA). Ultrafiltration has proven to be a 
reliable and repeatable method for protein extraction. It was 
successful to determine indican, which is generally bound to 
serum proteins, using serum protein precipitation with ACN; 
however, quantification with the acetonitrile approach becomes 
challenging unless great care is given to account for the 
evaporation of ACN. The study of steroid hormones in plasma 
using gas chromatography-directly coupled ion-trap mass 
spectrometry does not require deproteinization. When 
determining the presence of aluminium using electrothermal 
atomic absorption spectrometry, the protein concentration in 
the serum was reduced using a deproteinizing technique. The 
process promotes a protein reduction >99 percent with a 
minimal dilution factor by combining the effect of microwave 
irradiation with acids, at a concentration 10 times lower than 
that in the typical acid deproteinization procedures.The 
procedure of deproteination firstly includes preparation of

sample. Sample preparation should follow the product 
methodology. After homogenization and centrifugation, every 
protein sample ought to be crystal transparent. Samples should 
be kept on ice. Using an organic solvent, such as acetonitrile or 
methanol, to precipitate the proteins out of blood plasma is an 
alternate technique. The homogenate solution should now 
contain PCA at a final concentration of 1 M. Vortex briefly for 
effectively mixing of sample. It is generally accepted among 
scientists that ammonia is a key player in the pathophysiology of 
hepatic encephalopathy. Therefore, a fundamental type of 
laboratory evaluation for individuals with liver disease should 
involve measuring its plasma levels. Samples with a high protein 
concentration may require more PCA. Neutralization of sample 
should be done after the mixing process. It is essential that the 
pH after neutralizing should be in between 6.5 and 8.0 (use pH 
paper to test 1 L of sample). With 0.1 M KOH or PCA, pH is 
adjusted as necessary. In a cool centrifuge, samples were spinned 
at 13,000 rpm for 15 minutes and then supertanant was 
collected. As the samples are said to be undergone 
deproteinization, neutralization and PCA removal. Now those 
samples can be used straight away for the necessary tests.

An effective measure of kidney function is serum creatinine. Its 
concentration indicates the rate of glomerular filtration. There is 
currently no requirement to remove protein from the sample 
before to the reaction, hence the majority of discrete chemical 
analyzers use the direct kinetic Jaffer reaction to measure 
creatinine in patient serum. With the kinetic technique, 
interference from slowly reacting non-creatinine chromogens 
such glucose, acetone, and ascorbic acid can be eliminated. 
Alpha-keto chemicals and cephalosporin antibiotics, however, 
cause positive interference and serum bilirubin causes negative 
interference with creatinine results.

CONCLUSION
The ongoing problem is the serious effect of conjugated, 
unconjugated, and delta bilirubin on patient serum creatinine as 
assessed by the kinetic Jaffe reaction. The result of these 
bilirubin study was that the optimum method to get rid of all 
bilirubin in its various forms is deproteinized serum before the
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reaction occurs. A fundamental step in the analysis of
polysaccharide from natural plants is the deproteinization
technique. The process of removing protein from a biological
sample, either by precipitation of protein from solution or by

hydrolysis of protein with proteolytic enzymes. There are so
many new techniques nowadays used for deproteination and it is
growing day by day. The studies on this topic have a great future
ahead.
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