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Abstract

This study is focused to analyze the expression profile of CXCL8 and CXCL10 chemokines genes and to address
the contribution of these chemokines in late phase of M.leprae infection in human skin lesion samples. In this study
skin biopsy samples from leprosy patients (n=35) were collected including BL-LL=12, BB=14, BT=8 and healthy
volunteers (n=3). All the biopsy samples were collected in RNALater for mRNA expression study as well as 10%
buffered formalin (BF) for histopathologic analysis. Total RNA was isolated from collected samples and cDNA was
prepared. Level of mRNA expression of CXCL8 and CXCL10 chemokine genes was measured via q-PCR and in-
situ RT-PCR to locate the presence of CXCL8 and CXCL10 chemokines inside M. leprae infected tissue. The mRNA
expression of CXCL8 was found relatively elevated in lepromatous (BL-LL) skin samples significantly as compared
to BB category of leprosy; whereas in BT cases down-regulation was recorded. CXCL10 mRNA expression was
found elevated in lepromatous (BL-LL) cases than other cases (BT, BB) of leprosy samples. In histopathological
examination, 59.38% maximum infiltration was observed in BL-LL cases of leprosy and in-situ RT-PCR confirmed
the presence of chemokines genes in tissue sections. Interestingly, chemokines CXCL-10 and CXCL-8 showed
elevated expression in BL-LL category. The study advocated that CXCL10 and CXCL-8 possibly may have a role in
lepromatous (BL-LL) form of leprosy.
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Introduction
Leprosy, a granulomatous disease derived by Mycobacterium leprae,

a very unique infectious agent generally affects the peripheral nerves
and skin [1,2]. Several workers have investigated biomarkers, such as,
chemokine, cytokine, and other receptors, including anti-PGL-1
antibody as well as cell markers across the leprosy spectrum and
reaction [3-5]. Several previous reports concentrate on the role of
chemokine IL-8, which magnetize neutrophil cells, T-lymphocytes, and
probably monocytes [6] leading phagocytes of M.tuberculosis [7].

Chemokines are effective chemo-attractants for specific leukocytes
and contribute in various chronic inflammatory processes [8-9]. The
chemokine bio-molecules are minute, mostly secreted, peptides about
8-14 kDa, that are essential for the migration of immune cells and
other cell mediators on the place of infection.

They also required for various essential cell functions, some of
which overlap among their immunological reactions. The chemokines
MIP-1α and MCP-1 were reported as elevated in pleural endothelial
cells, monocytes and macrophage in patients suffering with active TB
but RENTES was not reported as elevated [9,10], although IL-8
chemokine reported as up-regulated in macrophages [9].

Increased expression levels of TNF-α contained by leprosy patients
suggested a role in favor of TNF-R2 in the regulation of this cytokine
at some point during treatment [11]. In a follow-up study, levels of
cytokines IFN-γ, TNF-α and IL-6R were reported as elevated in

Erythema Nodosum Leprosum (ENL) as compare to non ENL and
declined after corticosteroid treatment of ENL in serum [12].

In a previous study, C-C chemokines were found elevated in plasma
level in paucibacillary leprosy patients [13] and decreased after multi-
drug therapy (MDT) in leprosy infected patients [14]. Not only CC
chemokine, expression level of CXC chemokine such as
CXCL-8,CXC-9,CXC-L10 also were found decreased after anti-
tubercle treatment in tuberculosis infection [15] and CXCL10 reduced
in leprosy skin lesion after treatment in those patients who did not
have type 1 reaction (T1R) [16].

Previously, it has been reported that IL-8, MCP-1 and RANTES
were found elevated in BT leprosy in reversal reaction and involved in
recruiting monocytes and lymphocytes [17]. IP-10 (CXCL10) was
found up-regulated in epidermis and dermal tuberculoid
granulomatous lesions where as it was not elevated in lepromatous
lesions [18].

Another study has claimed that CXCL10 and IL6 were elevated in
plasma and could be potential biomarkers for T1R [19]. However, due
to lack of information about the expression level of CXC chemokines
such as CXCL8 and CXCL10 in untreated leprosy patients across the
spectrum, this study was initiated.

This study may help to provide an opportunity to investigate the
mRNA expression level of CXCL8 and CXCL10 chemokines in human
leprosy skin lesions in untreated leprosy patients.
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Material and Methods

Ethics
This study was initiated after ethical approval by the institutional

Human Ethical Committee (HEC) at National JALMA Institute for
Leprosy & OMD, Tajganj, Agra, UP, India.

Collection of leprosy specimens
All the skin biopsy samples were obtained from untreated leprosy

patients attending the OPD, NJIL&OMD and control samples (skin
samples from accidental cases) were collected from SN Medical
College, Agra, UP, India. Cases were clinically categorized according to
Indian Association of Leprologists (1982) in to borderline tuberculoid
leprosy (BT, n=8), borderline category (BB, n=14), and lepromatous
category (BL-LL, n=12).

Punch biopsies (in 4 - 6 mm diameter) were taken under local
anaesthetic using 2% xylocaine (2 ml) injected intradermally, by
inserting the needle into the centre of the lesion and driven inwards in
stages, local anesthetic being injected at each stage. Scalpel biopsies
(weighing approximately 100 mg) from active lesions of leprosy
patients were collected under aseptic conditions using local anesthesia
in RNALater solution (RNA Stabilization solution; Sigma, USA) from
OPD, NJIL&OMD, Agra and immediately stored at -70°C.

Histopathological study
Punch biopsies, 4-6 mm in diameter were collected in RNALater to

preserve RNA for mRNA expression study and same biopsy were
collected in 10% buffered formalin (BF) for histopathological
sectioning and analysis. Normal skin biopsy samples from vigorous
volunteers (n=3) were also received following same procedure.

Eighteen to twenty-four hours afterward, all the tissues samples
were embedded for paraffin sectioning and (5 µm) sections were sliced
by microtome (Lieca, Germany) at room temperature and wrinkle free
sections were immediately fixed onto 2% (3-aminopropyl) triethoxy-
silane (Sigma, USA) coated slides. The section fixed slides were
dewaxed in xylene, rehydrated in alcohol, stained with H&E and Fite-
Farraco staining [20]. The stained slides were observed and analyzed
under microscope (Olympus BX51, Japan).

RNA isolation and cDNA synthesis
RNA isolated from collected skin biopsy samples of control and

leprosy infected patients (collected in RNALater) by using
commercially available Tri-Reagent (Sigma, USA) subsequently, RT-
PCR was performed with thermal cycler machine using cDNA
synthesis kit (Fermantas, Germany) according to the manufacturer’s
instructions.

Standardization of cycling conditions for target chemokine
genes by semi quantitative RT-PCR

Before applying the cDNA samples for expression analysis by Real
Time PCR, few DNA (n=8) samples were subjected for optimization of
cycling conditions for each target chemokine primers sets CXCL-8
(Forward primer-5’-TCTGCAGCTCTGTGTGAAGG- 3’, Reverse
primer-5’-TAATTTCTGTGTTGGCGCAG-3’) and CXCL-10
(Forward primer- 5’-TCAGCACCATGAATCAAACTG-3’, Reverse
primer- 5’-CCTCTGGTTTTAAGGAGATCT-3’) and GAPDH

(Forward primer 5’-GGCCTCCAAGGAGTAAGACC-3’, Reverse
primer 5’-CTGTGAGGAGGGGAGATTCA-3’) designed by Primer-3
software (www.frodo.ei.mit.edu/primer3).The PCR was executed in 25
µl volume using 2.5 U/µl Taq DNA polymerase (Fermantas), 25 mM
MgCl2, 10X Taq DNA polymerase buffer, 2 mM each dNTP and each 4
µM of forward and reverse primers and 500 ng of cDNA, for 35 cycles
with a profile 94°C for 4s’, 94°C for 45s’, 60°C for 45s’, 72°C for 45s’ and
72°C for 5s’. The PCR products were then analyzed on 1.2% RNase free
TBE- agarose gel and revealed an expected size of band without any
primer dimers and non-specific amplification. The chemokine check
was not found to be compromised by DNA contamination.

Real-time PCR
Approximately 5 µg of total isolated RNA from all collected skin

biopsies were reverse transcribed using first strand cDNA synthesis kit
(Fermantas, Germany). The prepared cDNA, was then used for
amplification with primers sets for human chemokines CXCL-8 (IL-8),
CXCL-10 (IP-10) with GAPDH (as mentioned above) using SYBR
Green-I PCR kit using Light Cycler 480 (Roche). The fold induction
produced in favor of mRNA expression was determined from Ct
(threshold cycle) values normalized for GAPDH expression and then
from control.

In-situ RT-PCR
Paraffin processed and embedded sections (5 µm) were used to

execute in-situ RT-PCR on the silane coated slides using Anti-
Digoxigenin-AP Fab fragment (Roche, Germany) by two step RT-PCR
kit (Bangalore GeNei, India ) as per manufacturer’s instructions with
primer sets of human chemokines CXCL-8 and CXCL-10 and
glyceraldehyde-3-phosphate dehydrogenase (GAPDH). Tissue sections
from the above step were used to perform in-situ RT-PCR in a two step
procedure.

The RT reaction was performed at 42°C for 1 hour using AMV RT-
PCR kit (Genei, India) as per manufacturer’s instructions. The
amplification reaction was performed for CXCL10, CXCL-8 along with
GAPDH genes with specific primers mentioned above by
incorporating with the Dig labeled dTTP, using PCR dig labeling mix
(Roche, Germany) and fast Taq DNA polymerase (Roche, Germany)
under thermo-cycling conditions of denaturation at 94°C for 2 min,
then 94°C for 30s, 65°C for 30s, 69°C for 90s for 30 cycles using
PTC-200 thermo-cycler machine (MJ Research, USA). Subsequent to
amplification, the sections were refixed in 4% para-formaldehyde,
treated with blocking buffer, further allowed for incubation with Anti-
Digoxigenin-AP Fab fragment (Roche, Germany) for 1 hour at 37°C.
The color reaction was developed using NBT/BCIP (Roche, Germany),
followed by counterstaining with using heamatoxylin and the slides
were observed under microscope (BX51 Olympus, Japan) after
mounting with DPX.

Results

Histopathological analysis of leprosy skin lesions
Histopathological analysis of leprosy skin lesions was done using

Hematoxylin and Eosin staining as well as Fite Faraco staining and the
findings are depicted in Table 2. Infiltration (mononuclear cells) was
found in BT, BB and BL-LL case of leprosy with mean 32.50%, 34.13%
and 59.50%, respectively. Granulomatous lesions were observed in BT,
BB and BL-LL case of leprosy (Table 2, Figures 1A-1C). 28.57% of BB
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and 91.66% of BL-LL case of leprosy patients were found AFB positive
(Figure 1D), except BT (0/8), no AFB were found in BT case of leprosy.

Figure 1: Hemotoxylin-Eosin staining for cell morphology, showing
epithelioid cell granuloma (blue arrow) in borderline tuberculoid
(BT) leprosy at the magnification of 200X. (B). Showing granulomas
(blue color arrows) in borderline borderline (BB) leprosy at the
magnification of 50X. (C). Showing lymphocytes (green arrow) and
macrophages (blue arrow) in borderline lpromatous (BL-LL)
leprosy at the magnification of 200X. (D). Fite-faraco staining for
Acid Fast Bacilli, showing M. leprae by blue color arrow in
borderline lepromatous (BL) Leprosy at the magnification of 200X.

Expression profile of CXC chemokine gene in leprosy skin
lesions by Real Time RT- PCR

S.No. Type of
Leprosy

Expression level of chemokine genes (mean
log fold)

CXCL8 CXCL10

1 BT(n=8) -0.54 ± 0.46 0.96 ± 0.29

2 BB(n=14) 0.97 ± 0.15 1.8 ± 0.41

3 BL-LL(n=12) 1.46 ± 0.13 2.18 ± 0.48

Table 1: CXCL8 and CXCL10 transcript level in leprosy skin lesions,
significantly increased (p < 0.05) in BL-LL than BT cases of leprosy.
The generated data was quantified by qPCR (in 100μg of total RNA)
and normalized to GAPDH values. The results are presented as the
Mean log fold ±SE.

CXCL10 mRNA was detected in extracted RNA, from all biopsy
specimens (100 mg) from screened leprosy patients. However, the
mean fold changes were 0.96, 1.8 log fold (p > 0.05) in biopsy samples
from BT and BB patients of leprosy, respectively. Moreover, CXCL10
was found significantly up-regulated (p < 0.05) with 2.18 log fold
expression in BL-LL case of leprosy (Table 1). But CXCL8 chemokine
gene was found down regulated (-0.54 mean log fold) in skin lesions of
leprosy BT patients. However, the CXCL8 chemokine mRNA were

found significantly up-regulated (0.97 mean log fold, 1.46 log fold, p <
0.05) in skin lesions of BB and BL-LL leprosy patients relative to the
BT cases of leprosy (Table 1).

In-situ expression of CXCL8 and CXCL10 mRNA
In-situ RT-PCR of leprosy skin lesions (positive in real-Time PCR)

was performed to confirm the expression of CXCL8 and CXCL10
genes. The tissue sections fixed in 10% buffered formalin and were
permeabilized by a thermo-cycling method. The cellular DNA treated
with DNAse I then tissue sections were taken under reverse
transcription PCR procedure in which biotin labeled dTTPs and same
chemokine primers were used. Using in-situ RT-PCR expression of
CXCL8 gene was observed in BL-LL as well as BB case of leprosy while
no amplification signals was observed in BT type of leprosy patient
except one out of eight samples. Out of total cases, in this study 91.66%
( 11/12), 85.71% (12/14) and 12.5% (1/8) case were found positive for
CXCL8 in BL-LL, BB, and BT case of leprosy respectively (Figure 2D,
Table 2).

Figure 2: A section showing multiple positive signals with in situ
RT-PCR of CXCL10 in (A) BT, (B) BB And (C) BL-LL case of
leprosy. End-Product: yellow-brown (HRP- DAB). Counterstain:
Haemotoxyliln.Magnification: 200X. Section showing positive
signals with in situ RT-PCR of CXCL8 in BL-LL case of
leprosy.End-Product: Deep Blue (AP). Counterstain: Neutral Red.
Magnification: 200X.

CXCL10 mRNA was studied by in-situ RT-PCR in the sections with
gene specific primers, amplification of signals were detected with
steptavidin-Horse Radish Peroxidase (SA -HRP). It was observed that
the CXCL10 chemokine gene was found expressed in lepromatous
leprosy (BL-LL), borderline (BB) as well as in BT case of leprosy with
83.33% (n=10/12), 78.57% (n=11/14) and 62.5% (n=5/8) positivity,
respectively (Figures 2A-2C and Table 2).
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In summary, it was observed that the CXCL8 chemokine gene and
CXCL10 chemokine gene were expressed in 24/34 and 26/34 cases
respectively with positivity being seen more in the multibacillary (BL-
LL, BB) group (Table 2) suggesting a possible role of these chemokines
in the accumulation of granulomatous infiltrates in this form of the
disease.

S.No. Case Type Mean of

Infiltratio
n (%)

AFB
Positive

case

Case +ve
for
CXCssL8

Case +ve
for

CXCL10

1 BT(n=8) 32.5 0 1 (12.5%) 5 (62.5%)

2 BB(n=14) 34.13 8 (57.14%) 12
(85.71%)

11 (78.57%)

3 BL-LL(n=12) 59.5 12 (100%) 11
(91.66%)

10 (83.33%)

4 Healthy (n=3) - - - -

Table 2: Histopathological observation and detection of transcription
of chemokines of CXC family at the site of infection by in-situ RT-PCR
using gene specific primers.

Discussion
The presence or expression of CXCL8 and CXCL10 chemokines

were confirmed in leprosy patients. In this study, we found expression
in chemokines CXCL8 and CXCL10 in skin lesions across the leprosy
spectrum. It has been reported that CXCL8 play important role in
monocytes and lymphocytes recruitment in leprosy lesions. Monocytes
infected by Mycobacterium tuberculosis, revealed the in-vitro
expression of CXCL8; however, macrophages may be a possible source
of CXCL8 in leprosy lesions. Adding together, stimulated T
lymphocytes may possibly also express CXCL8 as they have been
revealed in in-vitro condition [21]. Our findings support the earlier
suggestion that CXCL8 may take part in a positive role in the vibrant
direction of immune cell invasion in leprosy lesions [17].

In addition, the outcomes from the study signify a correlation
between the elevation of CXCL8 and CXCL10 in leprosy. BL-LL
showed higher 59.50% infiltration as compared to BB (34%) and BT
(32.50%) and granulomatous structure containing mononuclear cells
(Table 2 and Figure 1). The CXCL10 mRNA expression in BB and BL-
LL leprosy skin lesions indicate that CXCL10 may direct the
infiltrating cells at the site of inflammation. Previously it has been
reported that CXCL10is associated with T1R (type 1 reaction) in BT
patients [19]. The strong relationship among elevated CXCL10 and
clinical T1R suggest that CXCL10 chemokine may be helpful as a
marker to serve in the diagnosis for leprosy as well as these
chemokines may also useful in other mycobacterial diseases [16,22].
The previous published reports, exposed the differential expression of
cytokine IFN-γ have frequently, but not consistently, been linked with
TR1 [23]. Since, IFN-γ cytokine assumed as inducer of CXCL10,
additionally, it is feasible that IFN-γ transcripts are produce early on in
the reaction and then decline quickly, whereas CXCL10 chemokine
expression delayed and for a longer time remains elevated. These
findings showing the elevated expression of CXCL10 indicate that IFN-
γ may have role in production of CXCL10 in leprosy skin lesions [18].
Whereas, Scollard et al. [16] observed association between elevation of
IFN-γ and expression of CXCL10 in skin lesions but the sample size is
too low to significance.

However, enhanced production of CXC chemokine is a well-
documented consequence of infection among other mycobacterial
diseases [24] and the expression of CXCL10 is associated with TR1 in
leprosy sufferers. In the study, it was evaluated the presence of CXC
chemokines (CXCL8 and CXCL10) in impure leprosy skin lesions. We
observed that only CXCL8 and CXCL10 chemokines were found
expressed within leprosy skin lesions. The mRNA expression of
CXCL10 chemokine observed higher than CXCL8 in advanced stage of
leprosy. Thus, CXCL8 and CXCL10 chemokine may have a role in
leprosy skin lesions across the spectrum (BT, BB, BL-LL), whereas
other chemokines may need to investigate, which may involve in
disease spectrum of leprosy. Due to limitation of reagents and
chemicals, we were unable to investigate the other chemokines and
cytokine.

In sum, it was observed that CXCL10 and CXCL8 chemokines were
found to be expressed in BT, BB, BL-LL and BB, BL-LL leprosy skin
lesions, and increase in advance stages of leprosy, but their levels
varied. Thus these results indicate that CXCL8 and CXCL10 may have
a role in disease pathology across the spectrum of leprosy. In situ RT-
PCR is useful to demonstrate transcripts in the cells and capable to
detect mRNA expression inside the Mycobacteria infected tissue.

Acknowledgements
Authors (KDR and MC) are thankful to ICMR, New Delhi for

providing Senior Research Fellowship. DBT, Govt. of India (grant No.
BT/PR7886/MED/14/1167/2006) is also gratefully acknowledged for
financial support.

Conflict of Interest
None

References
1. Mendonca VA, Melo GE, Teixeira MM, Martins-Filho OA, Antunes CM,

et al. (2008) Analysis of chemokine receptors on the surface of circulating
leukocytes of individuals infected with Mycobacterium leprae:
preliminary results. Rev Soc Bras Med Trop 41: 95-98.

2. Scollard DM, Adams LB, Gillis TP, Krahenbuhl JL, Truman RW, et al.
(2006) The continuing challenges of leprosy. Clin Microbiol Rev 19:
338-381.

3. Belgaumkar VA, Gokhale NR, Mahajan PM, Bharadwaj R, Pandit DP, et
al. (2007) Circulating cytokine profiles in leprosy patients. Lepr Rev 78:
223-230.

4. Faber WR, Iyer AM, Fajardo TT, Dekker T, Villahermosa LG, et al. (2004)
Serial measurement of serum cytokines, cytokine receptors and neopterin
in leprosy patients with reversal reactions. Lepr Rev 75: 274-281.

5. Silva EA, Iyer A, Ura S, Lauris JR, Naafs B, et al. (2007) Utility of
measuring serum levels of anti-PGL-I antibody, neopterin and C-reactive
protein in monitoring leprosy patients during multi-drug treatment and
reactions. Trop Med Int Health 12: 1450-1458.

6. Crevel RV, Ottenhoff TH, Van der Meer JWM (2002) Innate immunity to
Mycobacterium tuberculosis. Clin Microbiol Rev 15: 294-309.

7. Zhang Y, Broser M, Cohen H, Bodkin M, Law K, et al. (1995) Enhanced
interleukin-8 release and gene expression in macrophages after exposure
to Mycobacterium tuberculosis and its components. J Clin Invest 95:
586-592.

8. Agostini C, Cassatella M, Zambello R, Trentin L, Gasperini S, et al. (1998)
Involvement of the IP-10 Chemokine in Sarcoid Granulomatous
Reactions. The Journal of Immunology 161: 6413-6420.

9. Sadek MI, Sada E, Toossi Z, Schwander SK, Rich EA (1998) Chemokines
induced by infection of mononuclear phagocytes with mycobacteria and

Citation: Rawat KD, Chahar M, Reddy PVJ, Srivastava N, Gupta UD, et al. (2016) Expression and Analysis of CXCL8 and CXCL10 Chemokines
in Human Skin Lesions Infected with M.leprae. Mycobact Dis 6: 208. doi:10.4172/2161-1068.1000208

Page 4 of 5

Mycobact Dis
ISSN:2161-1068 MDTL, an open access journal

Volume 6 • Issue 2 • 1000208

http://www.scielo.br/scielo.php?pid=S0037-86822008000700019&script=sci_arttext
http://www.scielo.br/scielo.php?pid=S0037-86822008000700019&script=sci_arttext
http://www.scielo.br/scielo.php?pid=S0037-86822008000700019&script=sci_arttext
http://www.scielo.br/scielo.php?pid=S0037-86822008000700019&script=sci_arttext
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC1471987/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC1471987/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC1471987/
http://www.lepra.org.uk/platforms/lepra/files/lr/Sept07/Lep223-230.pdf
http://www.lepra.org.uk/platforms/lepra/files/lr/Sept07/Lep223-230.pdf
http://www.lepra.org.uk/platforms/lepra/files/lr/Sept07/Lep223-230.pdf
http://dare.uva.nl/record/1/235492
http://dare.uva.nl/record/1/235492
http://dare.uva.nl/record/1/235492
http://onlinelibrary.wiley.com/doi/10.1111/j.1365-3156.2007.01951.x/full
http://onlinelibrary.wiley.com/doi/10.1111/j.1365-3156.2007.01951.x/full
http://onlinelibrary.wiley.com/doi/10.1111/j.1365-3156.2007.01951.x/full
http://onlinelibrary.wiley.com/doi/10.1111/j.1365-3156.2007.01951.x/full
http://cmr.asm.org/content/15/2/294.short
http://cmr.asm.org/content/15/2/294.short
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC295520/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC295520/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC295520/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC295520/
http://www.jimmunol.org/content/161/11/6413.short
http://www.jimmunol.org/content/161/11/6413.short
http://www.jimmunol.org/content/161/11/6413.short
http://www.atsjournals.org/doi/abs/10.1165/ajrcmb.19.3.2815
http://www.atsjournals.org/doi/abs/10.1165/ajrcmb.19.3.2815


present in lung alveoli during active pulmonary tuberculosis. Am J Respir
Cell Mol Biol 19: 513-521.

10. Mohammed KA, Nasreen N, Ward MJ, Mubarak KK, Rodriguez-
Panadero F, et al. (1998) Mycobacterium-mediated chemokine expression
in pleural mesothelial cells: role of C-C chemokines in tuberculous
pleurisy. J Infect Dis 178: 1450- 1456.

11. Costa RD, Mendonça VA, Soriani FM, Lyon S, Penido RA, et al. (2013)
Serial measurement of the circulating levels of tumour. Mem Inst
Oswaldo Cruz 108: 1051-1056.

12. Iyer A, Hatta M, Usman R, Luiten S, Oskam L, et al. (2007) Serum levels
of interferon-gamma, tumour necrosis factor-alpha, soluble
interleukin-6R and soluble cell activation markers for monitoring
response to treatment of leprosy reactions. Clin Exp Immunol 150:
210-216.

13. Mendonca VA, Malaquias LC, Brito-Melo GE, Castelo-Branco A,
Antunes CM, et al. (2007) Differentiation of patients with leprosy from
non-infected individuals by the chemokine eotaxin/CCL11. Am J Trop
Med Hyg 77: 547-550.

14. Mendonca VA, Costa RD, Lyon S, Penido RA, Borges VO, et al. (2010)
Plasma levels of chemokines during leprosy specific treatment. Acta Trop
113: 151-154.

15. Almeida Cde S, Abramo C, Alves CC, Mazzoccoli L, Ferreira AP, et al.
(2009) Anti-mycobacterial treatment reduces high plasma levels of CXC-
chemokines detected in active tuberculosis by cytometric bead array.
Mem Inst Oswaldo Cruz 104: 1039-1041.

16. Scollard DM, Chaduvula MV, Martinez A, Fowlkes N, Nath I, et al. (2011)
Increased CXC ligand 10 levels and gene expression in type 1 leprosy
reactions. Clin Vaccine Immunol 18: 947-953.

17. Kirkaldy AA, Musonda AC, Khanolkhar-Young S, Suneetha S, Lockwood
DN (2003) Expression of CC and CXC chemokines and chemokine
receptors in human leprosy skin lesions. Clin Exp Immunol 134: 447-453.

18. Kaplan G, Luster AD, Hancock G, Cohn ZA (1987) The expression of a
gamma interferon-induced protein (IP-10) in delayed immune responses
in human skin. J Exp Med 166: 1098-1108.

19. Stefani MM, Guerra JG, Sousa AL, Costa MB, Oliveira ML, et al. (2009)
Potential plasma markers of Type 1 and Type 2 leprosy reactions: a
preliminary report. BMC Infect Dis 9: 1471-2334.

20. Fite GL, Cambre PJ, Turner MH (1947) Procedure for demonstrating
lepra bacilli in paraffin sections. Arch Pathol 43: 624-625.

21. Wechsler AS, Gordon MC, Dendorfer U, LeClair KP (1994) Induction of
IL-8 expression in T cells uses the CD28 costimulatory pathway. J
Immunol 153: 2515-2523.

22. Kohmo S, Kijima T, Mori M, Minami T, Namba Y, et al. (2012) CXCL12
as a biological marker for the diagnosis of tuberculous pleurisy.
Tuberculosis (Edinb) 92: 248-252.

23. Moraes MO, Sarno EN, Almeida AS, Saraiva BC, Nery JA, et al. (1999)
Cytokine mRNA expression in leprosy: a possible role for interferon-
gamma and interleukin-12 in reactions (RR and ENL). Scand J Immunol
50: 541-549.

24. Mendez-Samperio P, Perez A, Rivera L (2009) Mycobacterium bovis
Bacillus Calmette-Guerin (BCG)-induced activation of PI3K/Akt and
NF-kB signaling pathways regulates expression of CXCL10 in epithelial
cells. Cell Immunol 256: 12-18.

 

Citation: Rawat KD, Chahar M, Reddy PVJ, Srivastava N, Gupta UD, et al. (2016) Expression and Analysis of CXCL8 and CXCL10 Chemokines
in Human Skin Lesions Infected with M.leprae. Mycobact Dis 6: 208. doi:10.4172/2161-1068.1000208

Page 5 of 5

Mycobact Dis
ISSN:2161-1068 MDTL, an open access journal

Volume 6 • Issue 2 • 1000208

http://www.atsjournals.org/doi/abs/10.1165/ajrcmb.19.3.2815
http://www.atsjournals.org/doi/abs/10.1165/ajrcmb.19.3.2815
http://jid.oxfordjournals.org/content/178/5/1450.short
http://jid.oxfordjournals.org/content/178/5/1450.short
http://jid.oxfordjournals.org/content/178/5/1450.short
http://jid.oxfordjournals.org/content/178/5/1450.short
http://www.ncbi.nlm.nih.gov/pubmed/24402158
http://www.ncbi.nlm.nih.gov/pubmed/24402158
http://www.ncbi.nlm.nih.gov/pubmed/24402158
http://www.ncbi.nlm.nih.gov/pubmed/17937676
http://www.ncbi.nlm.nih.gov/pubmed/17937676
http://www.ncbi.nlm.nih.gov/pubmed/17937676
http://www.ncbi.nlm.nih.gov/pubmed/17937676
http://www.ncbi.nlm.nih.gov/pubmed/17937676
http://www.ajtmh.org/content/77/3/547.full.pdf
http://www.ajtmh.org/content/77/3/547.full.pdf
http://www.ajtmh.org/content/77/3/547.full.pdf
http://www.ajtmh.org/content/77/3/547.full.pdf
http://www.ncbi.nlm.nih.gov/pubmed/19874796
http://www.ncbi.nlm.nih.gov/pubmed/19874796
http://www.ncbi.nlm.nih.gov/pubmed/19874796
http://www.scielo.br/scielo.php?pid=S0074-02762009000700018&script=sci_arttext&tlng=pt
http://www.scielo.br/scielo.php?pid=S0074-02762009000700018&script=sci_arttext&tlng=pt
http://www.scielo.br/scielo.php?pid=S0074-02762009000700018&script=sci_arttext&tlng=pt
http://www.scielo.br/scielo.php?pid=S0074-02762009000700018&script=sci_arttext&tlng=pt
http://cvi.asm.org/content/18/6/947.short
http://cvi.asm.org/content/18/6/947.short
http://cvi.asm.org/content/18/6/947.short
http://onlinelibrary.wiley.com/doi/10.1111/j.1365-2249.2003.02306.x/full
http://onlinelibrary.wiley.com/doi/10.1111/j.1365-2249.2003.02306.x/full
http://onlinelibrary.wiley.com/doi/10.1111/j.1365-2249.2003.02306.x/full
http://jem.rupress.org/content/166/4/1098.abstract
http://jem.rupress.org/content/166/4/1098.abstract
http://jem.rupress.org/content/166/4/1098.abstract
http://bmcinfectdis.biomedcentral.com/articles/10.1186/1471-2334-9-75
http://bmcinfectdis.biomedcentral.com/articles/10.1186/1471-2334-9-75
http://bmcinfectdis.biomedcentral.com/articles/10.1186/1471-2334-9-75
http://www.cabdirect.org/abstracts/19472901819.html;jsessionid=51094D4BE8770F45A1445422E26B5D86
http://www.cabdirect.org/abstracts/19472901819.html;jsessionid=51094D4BE8770F45A1445422E26B5D86
http://www.jimmunol.org/content/153/6/2515.short
http://www.jimmunol.org/content/153/6/2515.short
http://www.jimmunol.org/content/153/6/2515.short
http://www.tuberculosisjournal.com/article/S1472-9792(12)00002-9/abstract
http://www.tuberculosisjournal.com/article/S1472-9792(12)00002-9/abstract
http://www.tuberculosisjournal.com/article/S1472-9792(12)00002-9/abstract
http://onlinelibrary.wiley.com/doi/10.1046/j.1365-3083.1999.00622.x/abstract
http://onlinelibrary.wiley.com/doi/10.1046/j.1365-3083.1999.00622.x/abstract
http://onlinelibrary.wiley.com/doi/10.1046/j.1365-3083.1999.00622.x/abstract
http://onlinelibrary.wiley.com/doi/10.1046/j.1365-3083.1999.00622.x/abstract
http://www.sciencedirect.com/science/article/pii/S0008874908002165
http://www.sciencedirect.com/science/article/pii/S0008874908002165
http://www.sciencedirect.com/science/article/pii/S0008874908002165
http://www.sciencedirect.com/science/article/pii/S0008874908002165

	Contents
	Expression and Analysis of CXCL8 and CXCL10 Chemokines in Human Skin Lesions Infected with M.leprae
	Abstract
	Keywords:
	Introduction
	Material and Methods
	Ethics
	Collection of leprosy specimens
	Histopathological study
	RNA isolation and cDNA synthesis
	Standardization of cycling conditions for target chemokine genes by semi quantitative RT-PCR
	Real-time PCR
	In-situ RT-PCR

	Results
	Histopathological analysis of leprosy skin lesions
	Expression profile of CXC chemokine gene in leprosy skin lesions by Real Time RT- PCR
	In-situ expression of CXCL8 and CXCL10 mRNA

	Discussion
	Acknowledgements
	Conflict of InterestNone
	References


