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Editorial present in this class of designed nonapeptides. The Editorial describes
a systematic analysis of peptides in which the residue at position 6 is
varied in the sequence Boc-Leu-Phe-Val-°"Pro-'Pro-Yyy-Leu-Phe-Val-
OMe. Studies on related peptides in which “Pro(5) is substituted by Aib
and "Ala are also reported in this laboratory [5-7]. NOE effect clearly
reveals the replacement of Xxx and Yyy positions L, and D Amino Acids
yield a mixed population of three residue B-hairpins and two residue
B-hairpins stabilization of Aromatic-Aromatic interactions.

Analysis of B-hairpins in proteins, have revealed several examples
of antiparallel B-strands connected by short linking segments, which
contain more than two residues [1-6].The design of synthetic peptide
hairpins formed with central two residue turns has been facilitated by
the ease with which specific types of f-turn structures can be generated
in short peptides. Earlier work in this laboratory has addressed the
question of expanding the central connecting loop in designed peptide
B-hairpins. (Figure 1) schematically compares the two residue and References
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Figure 1: Schematic representation of the three residue B-hairpin (left), and
two residue “slipped” B-hairpin structure (right) in nona peptide sequences.
Note the difference in orientation of the phenylalanine (Phe) side chains in the
two distinct conformations.
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