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EDITORIAL NOTE

Antiretroviral Treatment (ART) reduces the danger of developing
active tuberculosis (TB) in HIV-1 co-infected persons. So as to
know host immune responses during ART within the context
of tubercle bacillus (Mtb) sensitization, we performed RNAseq
analysis of whole blood-derived RNA from HIV-1 infected patients
during the primary 6 months of ART. A big fall in RNA sequence
abundance of the Hallmark IFN-alpha, IFN-gamma, IL-6/JAK/
STAT3 signaling, and inflammatory response pathway genes
indicated reduced immune activation and inflammation at 6
months of ART compared to day 0. Further exploratory evaluation
of 65 soluble analytes in plasma confirmed the many decrease of
inflammatory markers after 6 months of ART. Next, we evaluated
30 soluble analytes in QuantiFERON Gold in-tube (QFT) samples
from the Ag stimulated and Nil tubes, during the primary 6 months
of ART in 30 patients. There was a big decrease in IL-lalpha and
IL-1beta (AgNil) concentrations also as MCP-1 (Nil), supporting
decreased immune activation and inflammation. At an equivalent
time, IP-10 (Agnil) concentrations significantly increased, along
side chemokine receptor-expressing CD4 T cell numbers. Our
data indicate that ART-induced decrease in immune activation
combined with improved antigen responsiveness may contribute
to reduced susceptibility to tuberculosis in HIV-1-TB co-infected
persons.

The findings showed that trial closure may be a complex process
for HIV positive participants who include three phases: the pre-
closure, trial-closure, and post-trial phases.

Given the challenges and costs related to implementing HIV-
1 incidence assay testing, there's great interest in evaluating the
utilization of economic HIV diagnostic tests for determining recent

HIV infection.

Truly effective primary prevention implemented at the general
public health scale establishes an inviting pathway for diagnostic
testing and linkage to worry , thereby reducing communicable
disease incidence also because the disease burden for society.

Cytomegalovirus (CMV) is that the most congenital infection
(cCMVi), and is especially common among infants born to HIV-
infected women. Studies of cCCMVi pathogenesis are complicated by
the presence of multiple infecting maternal CMV strains, especially
in HIV-positive women, and therefore the large, recombinant
CMV genome. Using newly-developed tools to reconstruct CMV
haplotypes, we demonstrate anatomic CMV compartmentalization
in five HIV-infected mothers, and identify the likelihood of
congenitally-transmitted genotypes in three of their infants. One
CMV strain was transmitted in each congenitally-infected case, and
every one were closely associated with people who predominate
within the cognate maternal cervix. Compared to non-transmitted
strains, these congenitallytransmitted CMV strains showed
statistically significant similarities in 19 genes related to tissue-
tropism and immunomodulation. Altogether infants, incident
superinfections with distinct strains from breast milk were captured
during follow-up. The results represent potentially important new
insights into the virologic determinants of early CMV infection.
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