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Future therapies for Hepatitis C disease: Ribavarin mono phosphate- inhibitor for 
protease enzyme
Sandeep Raja Dangeti
VIT University, Vellore

Protease enzyme is responsible for hydrolysis of proteins. In HCV, during replicative cycle it will help in hydrolysis of proteins 
so formed. In this work we found the active sites of protease which are acting in hydrolysis and found 10 different drugs 

available in market, which inhibit the activity of protein. These molecules were docked with the protease enzyme and best 
interactions were found. The best molecule is Ribavarin and similar molecules for this molecule were collected from DRUG 
BANK. These molecules were docked the specific site where Ribavarin acted over the protease. Ribavarin mono phosphate is 
found to be best docked and it is found to be hydrophobic with log P value 6.99. The molecule is found to be new alternative 
which can inhibit the activity of protease enzyme.  
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