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My laboratory is interested in identifying genetic markers that can help predict the patient outcomes in colorectal cancer. For 
this purpose, associations of genetic variations, such as SNPs (single nucleotide polymorphisms) and CNVs (copy number 

variations) with patient survival times are investigated using statistical methods. In collaboration with the investigators at the 
Newfoundland Colorectal Cancer Registry (NFCCR) and other institutions, my laboratory conducted a number of candidate gene, 
candidate pathway and genome wide prognostic studies in colorectal cancer. In this presentation, results of select projects will be 
discussed.
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