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Translating the genome he technological development of large scale genome wide nucleic acid sequence

analysis has made it possible to simultaneously analyze DNA and RNA sequences
in large cohorts of patients with cardiovascular disease. This possibility raises several
interesting aspects that can be utilized in the understanding of genomic and transcriptomic
Anders Gabrielsen aspects of cardiovascular disease.

and transcriptome in
cardiovascular disease

Karolinska Institute, Sweden First, we have used these methods to address which gene transcripts are altered in several

diseases states and how they correlate to clinical disease characteristics. In a large clinical
database in patients with cerebrovascular disease undergoing carotid endarterectomy we explored the detailed gene expression
pattern related to disease phenotype.

Second, the translational step from identified disease modifying single nucleotide polymorphism (SNP) to affected gene
has previously been difficult to complete. We utilized a novel approach of simultaneous SNP genotyping and expression
measurement in the same patients to identify which genes are coupled to disease modifying SNPs. This method provided
several novel gene targets.

Third, it has been speculated that gene expression measurements may reveal patterns of expression that could serve as diagnostic
tool or prediction of disease progression. We developed this aspect in the cohort of patients with cerebrovascular disease and
identified a set of genes which expression pattern contributed to increase the diagnostic accuracy of future cardiovascular
events.

We conclude that genome wide nucleic acid sequence analysis is an important tool to identify novel genes and pathways related
to clinical cardiovascular disease.
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