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iral hepatitis is a serious public health problem affecting billions of people globally. Together, hepatitis B virus (HBV) and

hepatitis C (HCV) are the leading cause of liver cancer in the world. The objective of this exhaustive study was to draw an
epidemiological and molecular portrait of HBV and HCV infections in Morocco. A seroprevalence survey was conducted in the
general population and blood donors. We confirmed the intermediate endemicity for HCV infection and noted a downward trend in
the incidence of HBV, which might reclassify Morocco in low HBV endemicity area. The HCV infection was primarily associated with
nosocomial exposures. Additionally, sexual risk behaviors were associated with higher prevalence of HBV among adults. The study of
the HBV genetic diversity showed a predominance of genotype D and apparition for the first time of genotype E and mixed infections
A/D and D/F. We also reported that precore variants could be found in more than three quarters of Moroccan patients with HBV
infection. Their prevalence was related to HBV genotypes. In addition, we have characterized the first cases of antiviral resistance in
patients under treatment and no mutation was detected in naive subjects. Concerning hepatitis C, its diversity was analyzed over a
period of fifteen years. Five genotypes and eight subtypes have been identified. We have shown a predominance of genotype 1 and
a global codominance of subtypes 1b and 2a/2c. Drug addiction was the primary mode of spread of 3a subtype. Subtype 1b was
prevalent in patients with cirrhosis confirming thus, its association with severe liver disease. Pilgrims follow comparably the national
trend with an increased prevalence in older people and the presence of genotypes 1, 2 and 4. Among multi-transfused patients,
despite the unique presence of genotype 1, the contribution of transfusion in HCV transmission has not been demonstrated.
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