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treatment for cancer

Xianquan Zhan
Central South University, Xiangya Hospital, China

ancer is a complex whole-body disease that alters in the levels of gene, protein, and metabolite, and that involves multi-

factors, multi-processes, and multi-consequences. Individual variation is involved in each stage of prediction/prevention,
early-stage diagnosis/therapy, and late-stage diagnosis/therapy. The development of omics and systems biology has promoted
one to gradually change paradigms in oncology from traditional single factor strategy to multi-parameter systematic strategy.
The therapeutic model of cancer has changed from the general radiotherapy and chemotherapy to personalized strategy. The
development of predictive, preventive and personalized medicine will substantially change the understanding, prediction,
prevention, and therapeutic model of a cancer from a systematical and comprehensive point of view in the future.
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