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With the advent of Next Generation Sequencing (NGS) technologies that have significantly reduced the cost and 
time required to sequence human genomes, personalized healthcare is becoming a reality. Genomic information is 

increasingly an important determinant of clinical diagnosis and treatment. A bioinformatics challenge central to personalized 
healthcare is to identify the associations between genotypic and clinical observations and to improve treatment outcomes 
by associating patients with known genomic specific treatments. Several analytics approaches and reference architecture to 
support high velocity software and large volume of unstructured data will be discussed.
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