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Antibody hit discovery using yeast surface display

Stefan Zielonka
Merck KGaA (EMD Serono), Germany

Yeast surface display has proven to be a versatile platform technology for antibody engineering enabling online and real-time
analysis as well as characterization of library candidates. During this talk, the process of antibody library generation will be
explained as well as selection of target-specific antibodies with prescribed properties since desirable features such as species cross-
reactivity can be implemented into the screening procedure using FACS. Additionally, a novel streamlined one-step approach for
the generation of yeast surface display Fab libraries will be discussed that allows for simultaneous introduction of heavy chain and
light chain variable regions into one single display vector. Finally, a generic approach for the generation of human IgG-like bispecific
antibodies will be presented that relies on the combination of immunization of transgenic rats with yeast surface display.
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