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ABSTRACT
Hydrogen sulfide has been proposed as a signaling molecule; however, the convincing examples were rarely reported.
It has been reported that H2S is first oxidized to sulfane sulfur that then induces sulfur-metabolizing genes in several
bacteria. Recently, the findings that sulfane sulfur rather than H2S activate MexR-regulated antibiotic resistance and
LasR-mediated quorum sensing are direct examples that sulfane sulfur act as signaling molecules regulating bacterial
physiology beyond sulfur-metabolism. Since the intracellular level of sulfane sulfur is always associated with growth
phases, sulfane sulfur is likely the common signaling molecules in bacteria. This mini review focuses on the key
findings on sulfane sulfur signaling in bacteria.
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INTRODUCTION

Sulfane sulfur signaling

Hydrogen sulfide (H2S) is well known as a signaling molecule in
mammalian cells, playing important roles in anti-inflammatory
activities and angiogenesis [1]. In microbes, endogenous
production of H2S was reported to protect bacteria against
oxidative and antibiotic stress [2]. Though sulfur species have
important physiological roles, their participation in signaling
pathways involving in bacterial physiology are still unclear.

Sulfane sulfur generally refers to a sulfur atom with zero valence
linked to one or two sulfur atoms, including inorganic persulfide
or polysulfide (H2Sn, n ≥ 2) and organic persulfide or
polysulfide (RSnH, ≥ 2) [8]. Several pathways have been reported
to generate sulfane sulfur. Cystathionine β-synthase (CBS) and
cystathionine γ-lyase (CSE) produce sulfane sulfur from cysteine
[7], 3-mercaptopyruvate sulfurtransferase (3-MST) [9] and
cysteinyl-tRNA synthetase 2 (CARS2) [10] produce sulfane sulfur
from cysteine. Sulfide/quinone oxidoreductase (SQR) can also
oxidize H2S to sulfane sulfur [11]. Since sulfane sulfur with high
concentrations is toxic, the excessive sulfane sulfur can be
oxidized by persulfide dioxygenase (PDO) [12] or be reduced by
cellular thiols, thioredoxin and glutaredoxin to H2S [13]. Has
quantified total sulfane sulfur in biological samples and found
sulfane sulfur content changed with the growth phase [14]. This
finding indicated sulfane sulfur may serve as important signals,
mediating many physiological and pathological processes.

H2S and sulfane sulfur often coexist, making it difficult to
distinguish their functions. Many microorganisms generate H2S
during normal growth [3], and H2S produced in vivo can be
chemically [4] and enzymatically [5] converted to sulfane sulfur.
The direct involvement of H2S in protein persulfidation, which
alters protein activity and influence diverse biological processes,
has been questioned, as it cannot directly modify cysteine thiols
[6]. Compared with H2S, sulfane sulfur is constantly present
inside cells and can directly modify protein thiols. There are
appreciable amounts (>100 μM) of sulfane sulfur in the plasma,
cells, and tissues of mammals [7]. Therefore, it is generally
accepted that cellular sulfane sulfur is the real effector molecule
of H2S signaling.

Sulfur metabolism regulation by sulfane sulfur in
bacteria
Previous work has reported the signaling roles of sulfane sulfur
in activating sulfur-oxidizing genes. Six types of gene regulators
(FisR, SqrR, CstR, OxyR and CsoR) have been identified that
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could directly respond to sulfane sulfur. SqrR from Rhodobacter
capsulatus [15], CstR from Staphylococcus aureus [16], and CsoR
from Streptomyces coelicolor [5] are transcription repressors that
bind to the upstream sequence of sulfur-oxidizing genes
promoter. When reacted with sulfane sulfur, the transcription
factors detached from promoter and activated transcription.
FisR from Cupriavidus pinatubonensis [9] and OxyR from
Escherichia coli [8] are the typical transcription activators. They
are also reported to be sensitive to high levels of sulfane sulfur,
which can turn on their regulated genes.

Other natural behaviors regulated by sulfane sulfur
in bacteria
In new work published in the issue of Molecular Microbiology,
Xuan, Xun, and coworkers describe the Pseudomonas aeruginosa
MexR, a transcriptional repressor of the mexAB-oprM operon,
could respond to sulfane sulfur, derepressing the mexAB-oprM
operon and increasing the bacterium’s resistance to antibiotics
[17]. MexR is shown to sense different sulfane sulfur species,
including H2Sn, S8, GSSH, and Cys-SSH. The sulfane sulfur
level in P. aeruginosa is growth phase-dependent. Since MexR
also represses its own gene expression [18], high levels of sulfane
sulfur of the stationary phase induced the co-increase of mexR
and mexA expression. Finally, sulfane sulfur mediated the
intrinsic resistance, which is quite different from the oxidative
stress-regulated adaptive resistance, though both oxidative stress
and sulfane sulfur could deactivate MexR [19].
Another study by Xuan, Xun and colleagues showed sulfane
sulfur was able to modify the regulator LasR, regulating LasRmediated quorum sensing and virulence in P. aeruginosa PAO1
[20]. The LasR activity requires a threshold level of 3O-C12HSL, which readily diffuses out of the cell and equilibrates with
the external concentration [21]. However, the 3O-C12-HSL
alone failed to fully activate LasR. The LasR mediated quorum
sensing is also modulated by cellular sulfane sulfur. The work
revealed LasR is significantly more active after sulfane sulfur
modification. Cellular sulfane sulfur level corresponded well
with the LasR activity, and lower cellular sulfane sulfur may slow
down the LasR activity even in the presence of high levels of the
quorum sensing molecule. Sulfane sulfur acts a “brake” on
quorum sensing autoinduction. This finding reveals a new level
of control of LasR activity in P. aeruginosa.
The two examples that connect and contrast the previous work
are twofold. First, the striking contrast: unlike the sulfane sulfursensing transcriptional regulators already characterized that
mediated the activation of sulfur-metabolizing genes, sulfane
sulfur regulates MexR and LasR activity involving in virulence
and antibiotic resistance regulation beyond sulfur metabolism in
bacteria. The striking similarity to previous work is that the
transcription factors MexR, LasR, CstR, SqrR, FisR and OxyR
all use their cysteine residues to react with sulfane sulfur directly,
which further determined sulfane sulfur is the real effector
molecule of H2S signaling.

Glob J Lif Sci Biol Res, Vol.7 Iss.6 No:1000161

Signaling by sulfane sulfur through cysteine
modification
Sulfane sulfur regulates the activity of gene regulators by
modifying the key cysteine residues. For example, FisR reacts
with sulfane sulfur, forming a mixture of disulfide and
tetrasulfide crosslinked species between Cys 53 and Cys 64, this
in turn activates transcription [22]. CstR reacts directly with low
molecular weight thiol persulfides and sodium tetrasulfide (S4),
forming a mixture of di-, tri- and tetrasulfide crosslinked species
between two conserved cysteines [16]. OxyR and CsoR respond
to sulfane sulfur via persulfidation [23]. For MexR, it forms diand trisulfide crosslinks between Cys30 and Cys 62 after sulfane
sulfur treatment [24,25]. The LasR modification by sulfane
sulfur is similar but different with persulfidation and
trisulfidation on Cys 188 and a pentasulfur link between Cys 201
and Cys 203 [26,27,28]. The modification by sulfane sulfur on
cysteine is specific to different proteins, which indicated that
sulfane sulfur may act as a common signaling and function in
various bacterial activities [29].

CONCLUSION
In this Mini-review, we have briefly touched on recent progress
in sulfane sulfur signaling in bacteria. Sulfane sulfur is the real
effector molecule of H2S signaling. It alters protein activity by
modifying proteins thiols. Besides activating sulfide-oxidizing
genes, sulfane sulfur is also involved in pathogenicity and
antibiotic resistance regulation. Since sulfane sulfur is a normal
cellular component, changing with growth phases, sulfane sulfur
is likely a common signal molecule in bacteria, influencing
diverse biological processes.

Figure 1: Transcription factors that have been identified to
sense sulfane sulfur signaling and their mediated bacteria
behaviors.

REFERENCE
1.

Kimura H. Hydrogen sulfide and polysulfides as signaling molecules. P
Jpn Acad B-Phys. 2015;91:131-159.

2.

Lloyd D. Hydrogen sulfide: clandestine microbial messenger. Trends
Microbiol. 2006;14:456-462.

2

Xuan G, et al.

3.

Xia YZ, Lu CJ, Hou NK, Xin YF, Liu JH, Liu HL, et al. Sulfide
production and oxidation by heterotrophic bacteria under aerobic
conditions. Isme J. 2017;11:2754-2766.

4.

Nagy P. Mechanistic chemical perspective of hydrogen sulfide
signaling. Nitric Oxide-Biol Ch. 2015;47: S5-S6.

5.

Lu CJ, Xia YZ, Liu DX, Zhao R, Gao R, Liu HL, et al. Cupriavidus
necator H16 Uses Flavocytochrome c Sulfide Dehydrogenase To
Oxidize Self-Produced and Added Sulfide. Appl Environ Microb.
2017;83:01610-01617.

6.

Toohey JI. Sulfur signaling: Is the agent sulfide or sulfane. Analytical
Biochemistry. 2011;413:1-7.

7.

Ida T, Sawa T, Ihara H, Tsuchiya Y, Watanabe Y, Kumagai Y, et al.
Reactive cysteine persulfides and S-polythiolation regulate oxidative
stress and redox signaling. P Natl Acad Sci USA. 2014;111:7606-7611.

8.

Hou N, Yan Z, Fan K, Li H, Zhao R, Xia Y, et al. OxyR senses sulfane
sulfur and activates the genes for its removal in Escherichia coli,
Redox Biol. 2019;26:101293.

9.

Li K, Xin Y, Xuan G, Zhao R, Liu H, Xia Y, et al. Escherichia coli
Uses Separate Enzymes to Produce H2S and Reactive Sulfane Sulfur
From L-cysteine. Front Microbiol. 2019;10:298.

10. Akaike T, Ida T, Wei FY, Nishida M, Kumagai Y, Alam MM, et al.
Cysteinyl-tRNA synthetase governs cysteine polysulfidation and
mitochondrial bioenergetics. Nat Communi. 2017;8:1177.

11. Xin Y, Liu H, Cui F, Liu H, Xun L. Recombinant Escherichia coli
with sulfide:quinone oxidoreductase and persulfide dioxygenase
rapidly oxidises sulfide to sulfite and thiosulfate via a new pathway.
Environ Microbiol. 2016;18:5123-5136.

12. Liu H, Xin Y, Xun L. Distribution, diversity, and activities of
sulfur dioxygenases in heterotrophic bacteria. Appl Environ Microbiol.
2014;80:1799-1806.

13. Doka E, Pader I, Biro A, Johansson K, Cheng Q, Ballago K, et al. A
novel persulfide detection method reveals protein persulfide- and
polysulfide-reducing functions of thioredoxin and glutathione systems,
Sci Adv. 2016;2:1500968.

14. Ran M, Wang T, Shao M, Chen Z, Liu H, Xia Y, et al. Sensitive
Method for Reliable Quantification of Sulfane Sulfur in Biological
Samples. Anal Chem. 2019;91: 11981-11986.

15. Shimizu T, Shen JC, Fang MX, Zhang YX, Hori K, Trinidad JC, et al.
Sulfide-responsive transcriptional repressor SqrR functions as a master
regulator of sulfide-dependent photosynthesis. P Natl Acad Sci USA.
2017;114:2355-2360.

16. Luebke JL, Shen JC, Bruce KE, Kehl-Fie TE, Peng H, Skaar EP, et al.
The CsoR-like sulfurtransferase repressor (CstR) is a persulfide sensor
in Staphylococcus aureus. Mol Microbiol. 2014;94:1343-1360.

17. Xuan GH, Lu CJ, Xu HW, Chen ZG, Li K, Liu HL, et al. Sulfane

resistance
inPseudomonas
2020;114:1038-1048.

aeruginosa.

Mol

Microbiol.

18. Evans K, Adewoye L, Poole K. MexR repressor of the mexAB-oprM
multidrug efflux operon of Pseudomonas aeruginosa: identification of
MexR binding sites in the mexA-mexR intergenic region, J Bacteriol.
2001;183:807-812.

19. Chen H, Hu J, Chen PR, Lan L, Li Z, Hicks LM, et al. The
Pseudomonas aeruginosa multidrug efflux regulator MexR uses an
oxidation-sensing mechanism. Proc Natl Acad Sci. U S A
2008;105:13586-13591.

20. Xuan G, Lv C, Xu H, Li K, Liu H, Xia Y, et al. Sulfane Sulfur
Regulates LasR-Mediated Quorum Sensing and Virulence in
Pseudomonas aeruginosa PAO1, Antioxidants-Basel. 2021;10:1498.

21. Sappington KJ, Dandekar AA, Oinuma K, Greenberg EP.
Reversible signal binding by the Pseudomonas aeruginosa
quorum-sensing
signal
receptor.
LasR,
mBio.
2011;2:00011-00011.
22. Li H, Li J, Lu C, Xia Y, Xin Y, Liu H, et al. FisR activates
sigma(54) -dependent transcription of sulfide-oxidizing
genes in Cupriavidus pinatubonensis JMP134. Mol
Microbiol. 2017;105:373-384.
23. Fukuto JM, Ignarro LJ, Nagy P, Wink DA, Kevil CG,
Feelisch M, et al. Biological hydropersulfides and related
polysulfides - a new concept and perspective in redox
biology. Febs Lett. 2018;592:2140-2152.
24. Giedroc DP. A new player in bacterial sulfide-inducible
transcriptional regulation, Mol Microbiol. 2017;105:
347-352.
25. Lau N, Pluth MD. Reactive sulfur species (RSS):
persulfides, polysulfides, potential, and problems. Curr
Opin Chem Biol. 2019;49: 1-8.
26. Lu T, Cao Q, Pang XH, Xia YZ, Xun LY, Liu HW. Sulfane
sulfur-activated actinorhodin production and sporulation is
maintained by a natural gene circuit inStreptomyces
coelicolor. Microb Biotechnol. 2020;13:1917-1932.
27. Pan J, Carroll KS. Persulfide Reactivity in the Detection of
Protein S-Sulfhydration. Acs Chem Biol. 2013;8:1110-1116.
28. Shatalin K, Shatalina E, Mironov A, Nudler E. H2S: A
universal defense against antibiotics in bacteria. Sci.
2011;334: 986-990.
29. Shen JC, Keithly ME, Armstrong RN, Higgins KA,
Edmonds KA, Giedroc DP. Staphylococcus aureus
CstB Is a Novel Multidomain Persulfide DioxygenaseSulfurtransferase
Involved
in
Hydrogen
Sulfide
Detoxification. Biochem-Us. 2015;54:4542-4554.

Sulfur is an intrinsic signal activating MexR-regulated antibiotic
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